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Correction: Individuals with JAK1 variants are affected by syndromic features encompassing autoimmunity, atopy, colitis,
and dermatitis
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The authors regret that Fig. 2, Fig. 3, and Table 2 contained errors in the originally published article. In Fig. 2 (g-j), an open square in
the graph key identifying “fLUC” samples has been removed because these panels contain no data representing fLUC samples. In the
Fig. 3 (a-f) bar graph key, the open square was erroneously labeled; this has been corrected to “fLUC,” and the label “WT” has been
added to identify the black bars. In Table 2, “T” has been changed to “Y” in line 9 of the “Ultra-rare or rare Predicted GoF” row in the
“(CADD)” column. The corrected figures and table are shown here, with the table correction indicated in red text. These corrections
donot change the original conclusions of the article, and the figure legends remain unchanged. The errors appear in PDFs downloaded
before April 30, 2024.
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Table 2. Insilico prediction of GoF activity in JAK1 variants
Variant class JAK1 variant Predicted deleterious (Y/N) Frequency,
BioME (v1.2)
Transcript  Protein (cADD) (Sevim Bayrak et al,, 2021)  n = 30,814
(Rentzsch et al., 2019, Kircher et al., 2014)
Exceedingly rare c1901C>A  p.Ala634Asp Y (32) Y (GoF) Private, n = 0
Severe GoF c.2108G>T  p.Ser703lle Y (26.1) Y (GoF) Private, n = 0
Ultra-rare or rare c.415C>T p.Glul39Lys Y (22.6) Y (GoF) Private, n = 0
Mild-to-moderate GoF ~ ¢.1516C>T  p.Arg506Cys Y (21.2) Y (GoF) 5.63 x 107%4, n = 31
c2099G>A  p.Ser700Asn Y (25.1) Y (GoF) 1.66 x 1075, n =1
€.2953G>A  p.Val985ile Y (18.2) N (neutral) 1.82 x 1074, n =11
Total = 43 (0.14%)
Ultra-rare or rare c.287C>T p.Thro6lle Y (21.7) Y (GoF) 166 x 10795, n =1
Predicted GoF c296A>G  p.Asp99Gly Y (23.3) Y (GoF) 1.66 x 1075 n = 1
c379T>A  pTrpl27Arg Y (25.4) Y (GoF) 1.66 x 10795, n =1
€.779G>C p.Ser260Thr Y (20.4) Y (GoF) 166 x 1075, n =1
c1078C>T  p.Arg360Trp Y (25.1) Y (GoF) 497 x107% n =3
c1439C>T  p.Thr480lle Y (22.5) Y (GoF) 1.66 x 10795, n =1
c1889A>G  p.Asp630Gly Y (33.0) Y (GoF) 166 x 10795, n =1
c1951G>A  p.Val65IMet Y (27.6) Y (GoF) 9.77 x 10794, n = 59
c2005T>G  p.Phe669Val Y (28.2) Y (GoF) 166 x 10795, n =1
c2111A>G  p.Tyr704Cys Y (27.2) Y (GoF) 1.66 x 10795, n =1
C2414T>A  p.Phe805Tyr Y (29.7) Y (GoF) 1.66 x 10795, n =1
C.2498A>G  p.Asn833Ser Y (15.8) Y (GoF) 1.36 x 10793, n = 80
c2617C>T  p.Arg873Cys Y (32.0) Y (GoF) 1.66 x 10795, n =1
c.2675G>A  p.Cys892Tyr Y (24.8) Y (GoF) 1.66 x 10795, n = 1
c.3230A>G  p.Tyrl077Cys Y (31.0) Y (GoF) 497 x107%5,n =3

Total = 156 (0.51%)
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