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During data analysis for a follow-up project, the authors found that the number of patients who received ocrelizumab infusions in 
the metadata underlying Fig. S3 E  was incorrect. The corrected Fig. S3 with the revised panel E is provided here, and the legend has 
been changed as indicated in bold. In addition, in Table 1, the validation cohort data in the “Anti-CD20: before/after treatment” row 
now read “14/14” instead of “25/17” (shown in red text here). The conclusions regarding these data are unchanged. The errors appear 
in PDFs downloaded before October 25, 2022.

© 2022 Schneider-Hohendorf et al. Th is article is available under a Creative Commons License (Attribution 4.0 International, as described at https://creativecommons.org/
licenses/by/4.0/).

Figure  S3.  Quantifi cation of pathogen-specifi c TCRβ sequences in TCRβ repertoires with regard to MS treatments. (A–C) SARS-CoV-2 (A), CMV (B), and infl uenza 
A (C). TCRβ sequence matches quantifi ed in untreated MS patients (red dots and line) and anti-VLA-4–treated MS patients (orange dots and line) against sequencing 
depth (number of productive templates in the sample; SARS-CoV-2:qanti-VLA-4 = 0.41808; CMV:qanti-VLA-4 = 1; infl uenza A:qanti-VLA-4 = 1; nMS = 248; nanti-VLA-4 = 73); lines 
indicate linear regressions; q values indicate adjusted signifi cance of treatment in linear models with the covariates sequencing depth, age, sex, and HLA. (D) EBV TCRβ 
sequence matches quantifi ed in treatment-naive MS patients (red dots) and MS patients only treated with IFNβ (cyan dots; qIFNbeta = 1; nMS = 29; nIFNbeta = 123); q values 
indicate adjusted signifi cance of treatment in linear models with the covariates sequencing depth, age, sex, and HLA. (E) EBV TCRβ sequence matches quantifi ed in MS 
patients before their anti-CD20 treatment (red dots), and aft er their anti-CD20 treatment (yellow dots; qanti-CD20 = 0.068; nMS = 14; nanti-CD20 = 14). Colored lines indicate 
standard error of the mean of the sequencing pools for the respective sample; gray lines connect samples from the same individual. q values indicate adjusted signifi cance 
of anti-CD20 treatment in linear mixed models with the covariates sequencing depth, age, sex, treatment, and sequencing pools nested within samples within individuals.
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Table 1. Cohorts and sequencing characteristics
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