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In the 1970s, inclusion of pyrazinamide (PZA) in the drug regimen of tuberculosis (TB) patients for the first 2 mo achieved a 
drastic reduction of therapy duration. Until now, however, the mechanisms underlying PZA’s unique contribution to efficacy 
have remained controversial, and animal efficacy data vary across species. To understand how PZA kills bacterial populations 
present in critical lung lesion compartments, we first characterized a rabbit model of active TB, showing striking similarities 
in lesion types and fates to nonhuman primate models deemed the most appropriate surrogates of human TB. We next 
employed this model with lesion-centric molecular and bacteriology readouts to demonstrate that PZA exhibits potent 
activity against Mycobacterium tuberculosis residing in difficult-to-sterilize necrotic lesions. Our data also indicate that PZA 
is slow acting, suggesting that PZA administration beyond the first 2 mo may accelerate the cure. In conclusion, we provide 
a pharmacodynamic explanation for PZA’s treatment-shortening effect and deliver new tools to dissect the contribution of 
immune response versus drug at the lesion level.
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Introduction
With the advent of positron emission tomography/computed 
tomography imaging to monitor disease progression and thera-
peutic response in tuberculosis (TB) patients and nonhuman pri-
mates as well as rabbits, it has become apparent that within the 
same host different lesions can follow diverging trajectories in 
response to drug treatment (Via et al., 2012; Coleman et al., 2014; 
Malherbe et al., 2016). Clinical data accumulated over several de-
cades indicate that the presence and extent of cavitary disease is 
associated with treatment failure and relapse (Aber and Nunn, 
1978; Chang et al., 2004, 2006) or inferior outcome (Savic et al., 
2017), pointing to necrotic cavities as a key lesion type driving 
persistence of TB disease. Likewise, in preclinical efficacy stud-
ies that assess bacterial populations surviving drug treatment, 
the lesion compartments that fail to be sterilized at the end of 
therapy are mostly the caseous foci of closed nodules and cavities 
(Lenaerts et al., 2007; Lin et al., 2009; Hoff et al., 2011; Via et al., 
2015a). Thus, targeting lesions with a necrotic component ap-
pears critical to achieve treatment shortening and durable cure.

Pyrazinamide (PZA) was discovered in the 1950s and rapidly 
demonstrated clinical utility when added to TB drugs available 
at the time (Fox et al., 1999). Together with rifampicin, PZA con-
tributed to dramatic therapy shortening from 18 to 6 mo while 

maintaining low relapse rates (Hong Kong Chest Service/British 
Medical Research Council, 1982; Fox et al., 1999). As a result, PZA 
has been part of today’s first-line TB drug regimen since the 1980s 
and is also used to treat most multidrug-resistant cases. Based 
on numerous experiments in mice, this treatment-shortening 
property is attributed to PZA’s ability to eliminate persisting bac-
terial populations (McCune et al., 1956; McCune and Tompsett, 
1956) and achieve apparent sterilization in different mouse 
models (Lanoix et al., 2016 McCune et al., 1966a,b; Williams et 
al., 2012). Although early clinical trials failed to detect a benefit 
of prolonging PZA treatment beyond the first 2 mo, mouse effi-
cacy data suggest otherwise in the background of both first- and 
second-line regimens (McCune et al., 1966b; Ahmad et al., 2013; 
Lanoix et al., 2016).

Because PZA is largely recognized as a “sterilizing” drug 
(Mitchison, 1985, 2004b; Chigutsa et al., 2015) and necrotic le-
sions are most recalcitrant to therapy, it follows that PZA should 
be efficacious against bacterial populations that inhabit ne-
crotic niches. However, direct demonstration of PZA’s activity 
against these populations is lacking, and several recent findings 
indirectly support or contradict this hypothesis (Ahmad et al., 
2011; Irwin et al., 2015; Lanoix et al., 2015a; Prideaux et al., 2015; 
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Kempker et al., 2017; Sarathy et al., 2018). Interestingly, we pre-
viously observed that PZA contributes very little if anything in 
reducing bacterial burden in C3HeB/FeJ mouse necrotic lesions 
(Lanoix et al., 2015a; Irwin et al., 2016). To test the killing po-
tential and sterilizing activity of PZA in specific lesion types, 
we resorted to the rabbit model of active TB, known to exhibit 
a spectrum of human-like lesions (Manabe et al., 2003; Subbian 
et al., 2011; Via et al., 2012). First, the model was extensively 
characterized to assess the heterogeneity of individual lesion 
trajectory with regard to bacterial burden and immune-medi-
ated killing by using lesion-centric bacteriologic and molecular 
readouts that quantify both bacterial burden (measured as CFUs) 
and cumulative burden of viable and dead bacteria (measured 
as chromosome equivalents [CEQs]; Muñoz-Elías and McKinney, 
2005; Lin et al., 2014). In TB patients and nonhuman primates, 
the mechanisms that establish diverging granuloma fates involve 
complex interactions among host immune responses, inflamma-
tion, and bacterial processes (Sukumar et al., 2014; Marakalala et 
al., 2016; Cadena et al., 2017). Indeed, lesion-centric analyses in 
rabbits with active TB revealed that, although some lesions seem 
to restrict bacterial growth and achieve local sterilization, others 
display increasing bacterial burden as disease progresses. These 
observations indicated that immunopathology and lesion hetero-
geneity compare favorably between rabbits and nonhuman pri-
mates or TB patients (Coleman et al., 2014; Lenaerts et al., 2015; 
Martin et al., 2017). We next built on these findings to measure 
PZA-mediated killing at the lesion level. Our results validate the 
rabbit model as a tool to evaluate TB drug efficacy. They also 
provide an incentive to revisit the use of PZA beyond the 2-mo 
intensive phase of therapy and to discover more-potent PZA ana-
logues to accelerate the cure and reduce relapses of a disease that 
recently became the single leading infectious cause of death in 
adults, surpassing HIV (World Health Organization, 2017).

Results and discussion
Heterogeneity of lesion trajectory in the rabbit model
In TB patients and nonhuman primates, pulmonary lesions are 
characterized by diverging trajectories both in terms of bacterial 
load and immunopathology (Coleman et al., 2014; Martin et al., 
2017). To compare the rabbit model of active TB to human disease 
and nonhuman primate models and assess its utility as a tool to 
measure drug efficacy in different lesion types, we performed le-
sion-centric analyses over the course of 20 wk of chronic disease. 
This initial analysis included 40 rabbits and 1,063 lesions. Indi-
vidual lesions were subjected to bacterial burden quantification 
(CFU) and histopathology profiling at various time points from 4 
to 20 wk postinfection. In addition, cumulative burden was mea-
sured by real-time quantitative PCR (qRT-PCR) to capture total 
viable and dead bacilli as CEQs and infer the efficiency of killing 
by the immune response in each lesion.

To track lesion burden over time in drug-naive animals, we 
plotted the CFU in cellular and necrotic lesions (where “necrotic 
lesions” encompass caseous granulomas and cavities) over the 
entire 20-wk course of infection (Fig. 1 A). At 4 wk postinfection, 
all but one of the granulomas were cellular with a relatively uni-
form bacterial load, slightly >104 CFU per lesion. From then on, 

lesion burden started to diverge and reached the widest range at 
20 wk postinfection, from fully sterile (no recoverable CFU on 
agar with a limit of detection [LOD] of 5 CFU per lesion) to 107 
bacilli per lesion. In rabbits with established TB disease (12–20 
wk postinfection), we found that the bacillary burden per lesion 
was highly variable within individual animals (Fig. 1 B). Across 
time points, necrotic granulomas and cavities harbored higher 
bacterial burden than cellular lesions. We did not observe any 
lung lobe bias in the distribution of lesions and bacterial bur-
den (not shown). Sterile lesions started to appear around 8–10 
wk, and the bulk of lesion sterilization was achieved between 12 
and 15 wk postinfection (Fig. 1 C). At 15 and 20 wk postinfection, 
the proportion of sterile lesions was significantly higher in the 
cellular granuloma category (Fig. 1 C), with 49 and 35% in the 
cellular category and 42 and 13% in the necrotic category, respec-
tively. Similar proportions have been observed in drug-naive 
nonhuman primates (Lin et al., 2014). As observed for the range 
of CFUs per lesion, the range of lesion mass within individual 
rabbits was tight early on and increased as disease progressed 
(Fig. S1 A). A correlation trend was observed between bacterial 
load and lesion weight (r2 = 0.49 and 0.38 for cellular and necrotic 
lesions, respectively; Fig. S1 B). We also quantified the burden of 
seemingly uninvolved lung (Fig. S1 C, lung parenchyma with var-
ious degrees of cellular infiltration by lymphocytes, histiocytes, 
and polymorphonuclear cells, not organized as circumscribed 
lesions). We found a substantial bacterial burden in uninvolved 
lung, the median of which was approximately two orders of mag-
nitude lower than in lesions up to 12 wk postinfection (Fig. S1 
D). This low burden could originate from microlesions not de-
tected upon macroscopic examination and dissection or from 
immune-privileged sites where small numbers of Mycobacte-
rium tuberculosis (Mtb) bacilli are “tolerated” by the immune 
system. At 4 wk, all uninvolved lung samples were CFU-positive 
(median 2.2 log CFU per lesion), similar to cellular lesions (me-
dian 4.2 log CFU per lesion). As disease progressed, uninvolved 
lung followed the same sterilization pattern as cellular lesions 
(Fig. S1 D), compatible with the notion that the burden present 
in uninvolved lung could originate from small cellular lesions, 
which the immune system either eradicates or allows to develop 
as mature lesions. This doesn’t exclude the possibility that unin-
volved lung also contains immune-privileged sites that harbor 
pathogen reservoirs. One could speculate that “dominant” lesions 
attract the bulk of immune cells, causing spatial and temporal 
relief of immune pressure in neighboring areas.

To assess the degree of bacterial killing in individual lesions, 
we took advantage of the finding that genomes (CEQs) from non-
viable Mtb largely persist in tissues (Muñoz-Elías et al., 2005; Lin 
et al., 2014). CEQs reflect the cumulative bacterial burden, and 
the CEQ/CFU ratio is an indirect measure of bacterial killing over 
time. Similar to CFU, the cumulative burden per lesion fell within 
a tight range at 4 wk, after which the range widened dramatically 
to peak between 15 and 20 wk postinfection (Fig. 1 D), with a high 
within-animal variability in CEQ/lesion after 8–10 wk (Fig. S1 E).

Compiling the CEQ/CFU ratios per lesion over time revealed 
virtually no kill (median CEQ/CFU = 1) at 4 wk postinfection. 
From then on, lesion trajectories started to diverge both in cellu-
lar and necrotic lesion categories (Fig. 1 E). The range of CEQ/CFU 
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ratios markedly increased between 12 and 15 wk, consistent with 
the concomitant burst in sterile lesions (Fig. 1 C). As CFUs in-
creased, the spread of CEQs decreased, suggesting failed immu-
nity in lesions with high bacterial burden (Fig. S1 F). Accordingly, 
we found an inverse correlation between the CEQ/CFU ratio and 
the CFU content of individual lesions, from completely sterile 
with high CEQ/CFU to very high bacterial burden with poor kill-
ing (Fig. S1 G). Separate plots of CEQ versus CFU at each time 
point showed that departure from the CFU-CEQ line of equality 
increases over time, until week 16 when immune mediated kill-
ing appears to peak, and that failure of the immune response in 
a subset of the lesions was best revealed from week 16 to week 
20, where high-CFU lesions (>106 CFU per lesion) appeared with 
little to no killing (Fig. S1 H). Altogether, these observations 
demonstrated diverging lesion trajectories reminiscent of the 
nonhuman primate model of active TB (Lin et al., 2014; Via et al., 
2015a), thus confirming the utility of the rabbit model to study 
the lesion-centric effect of TB drugs.

Histopathologic analyses revealed mostly cellular granulomas 
up to 4 wk (1–4 mm in diameter), at which point the pathology di-
verged, leading to the presence of cellular, early-necrotizing and 

fully necrotic granulomas of various sizes (ranging from 1 to 10 
mm) from 10 wk onward, as reflected by the increase in the range 
of lesion mass within individual rabbits (Fig. S1 C). Clusters of 
coalescing granulomas and occasional cavities were observed 
after 8 wk, and lesion size exceeded 10 mm in rare occasions (up 
to 25 mm). A minority of rabbits presented with mild pathology 
and very few organized lesions. The cellularity of necrotic foci 
in granulomas and cavities was highly variable and mostly com-
posed of neutrophils (Figs. 2 and S2). Acid-fast staining revealed 
a higher abundance of bacteria in caseous foci with higher neu-
trophilic infiltration, aligned with previous observations that 
neutrophils appear to create a nutrient-rich environment and 
that Mtb exploits neutrophilic inflammation to preferentially 
replicate at sites of tissue damage that promote transmission 
(Mishra et al., 2017; Philips, 2017; Figs. 2 and S2). We measured 
the pH of the caseous foci of ∼20 lesions and found a range of 
values from 6.1 to 8.0 (median, 6.7), reflecting an additional di-
mension of rabbit lesion heterogeneity (Table S1).

To assess genetic heterogeneity of Mtb at the lesion level, we 
subjected 23 strains isolated from 23 lesions (cellular and necrotic 
from four rabbits infected for 20 wk) to whole-genome sequenc-

Figure 1. Lesion-centric bacterial burden and 
cumulative burden in drug-naive rabbits with 
active TB. (A) Evolution of bacterial load per lesion 
from 4 to 20 wk postinfection. (B) Range of CFU/
lesion within individual rabbits from 4 to 20 wk post-
infection. (C) Proportion of cellular (empty bars) and 
necrotic (gray bars) lesions as disease progresses 
from 4 to 20 wk postinfection; actual numbers of 
sterile versus total lesions are indicated on top of 
each bar. (D) Evolution of the cumulative bacterial 
burden per lesion from 4 to 20 wk postinfection. (E) 
CEQ/CFU ratios within lesions, an indirect measure 
of the extent of immune-mediated killing, over the 
20-wk disease course. Data from three independent 
experiments were combined to generate the plots. 
Asterisks indicate statistical significance by using the 
Mann-Whitney U test in A, B, D, and E and Fisher’s 
exact test in C. *, P < 0.05; **, P < 0.01; ***, P < 0.001; 
****, P < 0.0001. D
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ing. Five strains (22%) displayed one to three single nucleotide 
polymorphisms (SNPs), and different polymorphisms were found 
in different lesions within the same animal (Table S2), indicat-
ing localized genetic variation. In total, we detected nine SNPs in 
3,220 lesion days (23 lesions from rabbits infected for 140 d) or one 
SNP per 358 lesion days. In comparison, Ford et al. (2011) detected 
four SNPs in 1,541 nonhuman primate lesion days, or one SNP in 
385 lesion days. Thus, bacterial variability is similar in both mod-
els and supports the concept of lesion specific evolution of Mtb.

In summary, the fate of lesions diverged gradually from 4 wk 
postinfection onward, within the same host. Lesional hetero-
geneity arose, in part, through differential killing of bacteria 
after the onset of adaptive immunity, leading to a broad range 
of bacterial burden within and across animals. Many features 
of the rabbit model were reminiscent of observations made in 
nonhuman primates with active TB (Via et al., 2013; Lin et al., 
2014; Martin et al., 2017): (1) individual lesions followed diverg-
ing trajectories; (2) a spectrum of pathology with occasional 
cavitation was observed across animals; (3) the average bacte-
rial burden per lesion at 4 wk was homogeneous and around 104 
CFU, followed by a gradual broadening of the range of burden 
and immune killing as reflected by the “funnel" shape of CFU and 
CEQ kinetics at the lesion level; (4) the average bacterial burden 
per lesion decreased from 8 wk onward, and immune-mediated 
killing peaked between 12 and 16 wk; and (5) within the same 
host, different lesions harbored Mtb strains with different SNPs, 
supporting the concept of lesion-specific evolution of bacteria. 
Importantly, histology findings recapitulated observations made 
in human biopsies and resected tissues: Mtb bacilli were sparse 
in most caseous foci and, when present, were mostly associated 
with karyorrhectic neutrophils. This is consistent with neutro-
phils being increasingly recognized as providing a permissive 
site for Mtb replication (Diedrich et al., 2016; Mishra et al., 2017) 
(Lowe et al., 2012), and with the finding that Mtb is largely found 
in neutrophils in sputum, bronchoalveolar lavage, and cavity 
contents (Eum et al., 2010). The rabbit model thus reproduced 
several typical primate features and appeared as a suitable tool 
to evaluate drug activity in individual lung lesions.

PZA markedly reduces bacterial burden in necrotic lesions
PZA and rifampin are together responsible for almost all of 
the treatment shortening and sterilizing activity of the stan-
dard treatment of pulmonary TB (East African/British Medical 
Research Councils, 1972; Mitchison, 2004a), a finding that gen-
erally leads to the belief that PZA must sterilize necrotic lesions 
considered to harbor “persister” bacilli (Mitchison, 1985, 2010). 

Figure 2. Histopathological heterogeneity in rabbits with active TB and 
association of Mtb bacilli with neutrophils. (A) H&E staining of a cluster 
of small necrotizing granulomas with extensive infiltration of polymorphonu-
clear neutrophils in the nascent necrotic core, surrounded by a rim of epithe-
lioid macrophages and lymphocyte-dominated inflammation at the periphery 
(16 wk postinfection). (B) Large necrotic granuloma with classical eosinophilic 
caseum in the necrotic core and low cellularity consisting of few degenerate 
neutrophils (16 wk postinfection). Foamy macrophages are located adjacent to 
the caseous necrosis. Panels C and E and panels D and F show a magnification 
of the regions highlighted in A and B, respectively. (C) Active neutrophil influx 
in the early necrotic core. (D) Caseum with limited cellular infiltrate. E and F 
are Ziehl-Neelsen stains of the regions shown in C and D. Black arrows in E 

point to Mtb bacilli found in high numbers in areas with high neutrophilic infil-
tration. (F) Lack of acid-fast bacilli within the paucicellular caseum. (G) H&E 
staining of a large cavity at 8 wk postinfection shows prior expulsion of central 
necrotic material and inflammatory destruction and erosion into neighboring 
pulmonary vein. (H) Magnification of the neutrophil-rich region highlighted 
in G showing the interface between low- and high-cellularity areas with high 
density of neutrophils. Black arrows point to an area of fibrosis at the cavity 
margin. (I and J) Ziehl-Neelsen stains of the regions shown in G and H, with 
high numbers of bacilli found in the vicinity of neutrophils. Scale bars: 500 µm.
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However, efficacy studies in various animal models have deliv-
ered conflicted data. In published studies using guinea pig and 
mouse models, the effect of PZA on bacterial burden was assessed 
in whole lungs, and associations between sterilization and the 
presence of necrotic lesions were explored. This approach has 
delivered mixed conclusions as to the activity of PZA in necrotic/
caseous lesions (Ahmad et al., 2011; Lanoix et al., 2015a; Irwin 
et al., 2016). Having shown key similarities of the rabbit model 
with human and nonhuman primate disease, we leveraged the 
model to directly quantify the lesion-centric activity of PZA and 
shed light on the pharmacodynamic basis of its sterilizing activ-
ity. CFUs and CEQs were measured in dissected lesions of PZA-
treated and control rabbits after 5 and 10 wk of daily therapy at 
175 mg/kg, starting 10 wk postinfection. To ensure on-target PZA 
exposure at steady-state, three rabbits were randomly assigned 
to a pharmacokinetic (PK) therapeutic drug monitoring substudy 
after 3 wk of treatment. The average area under the concentra-
tion-time curve (AUC) of PZA and pyrazinoic acid (POA; active 
metabolite of PZA) closely matched the simulated AUC based on 
PK in uninfected rabbits (Tables S3 and S4). Using matrix-as-
sisted laser desorption ionization (MAL​DI) mass spectrometry 
imaging (MSI) and laser-capture microdissection (LCM) cou-
pled to mass spectrometry, we also confirmed previous clinical 
observations by our group (Prideaux et al., 2015) and showed 
that in rabbits PZA distributes favorably from plasma into lung 
lesions (Fig. 3 A) and diffuses rapidly into necrotic foci to reach 
concentrations similar to those measured in plasma within 2 h 
postdose (Fig. 3 B). Thus, distribution to the site of infection and 
diffusion into avascular caseum does not constitute a barrier 
to PZA efficacy.

At 175 mg/kg daily, PZA significantly reduced bacterial bur-
den in cellular and necrotic lesions after 5 and 10 wk of treat-

ment (Fig.  4  A). Likewise, CFUs normalized to lesion weight 
significantly decreased in all treated groups (Fig.  4  B). A sig-
nificant PZA-mediated reduction of average lesion mass was 
observed only in the necrotic lesion category at the late time 
point (Fig.  4  C). This result indicates that PZA-mediated CFU 
reduction precedes a decrease of the average weight of necrotic 
lesions. PZA treatment also caused a significant increase in the 
proportion of sterile lesions, cellular and necrotic, after 5 and 
10 wk of treatment, in addition to immune-mediated steriliza-
tion (Fig. 4 D), which peaks between 12 and 15 wk postinfection 
(Fig. 1 C). Thus, all observations were consistent with PZA being 
active in all lesion types and having at least as great an effect in 
necrotic granulomas as in cellular granulomas.

To distinguish the contribution of immune- and drug-medi-
ated killing within individual lesions, we compared the CEQ/CFU 
ratios in treated and untreated rabbits as a function of lesion type 
(Fig. 5). Values of log CEQ/CFU per lesion were assigned to bins, 
and the proportion of lesions falling into each bin was plotted for 
treated and untreated lesions, categorized as cellular or necrotic. 
The same analysis was performed for uninvolved lung. This anal-
ysis revealed that in cellular lesions the contribution of PZA was 
not significant at 10 wk (Fig. 5 A) and that PZA most significantly 
added to immune-mediated killing in necrotic lesions after 10 wk 
of treatment (Fig. 5 B). By the time PZA treatment was initiated, 
most uninvolved lung samples had become sterile; however, PZA 
showed a clear effect at the late time point in uninvolved lung 
areas that were still culture positive (Fig. 5 C).

Thus, the PZA-mediated effect on CFUs, bacterial kill as re-
flected by CEQ/CFU, complete lesion sterilization, and lesion 
weight appeared most pronounced in necrotic lesions after 10 
wk of treatment. This finding provides a pharmacodynamic 
explanation for the treatment-shortening property of PZA: the 

Figure 3. Penetration of PZA in cellular and necrotic lesions. (A) Two left panels: ion maps of PZA [M+2H]+ in rabbit lung tissue sections that encompass 
cellular and necrotic granulomas. The PZA [M+2H]+ signal intensity scale is linear and shown to the left. Middle panels: H&E stains of the corresponding adja-
cent sections. N, necrotic core or caseum; C, cellular rim or fully cellular granuloma; L, uninvolved lung. Right panels: optical images of the sections used for 
MAL​DI-MSI. The necrotic core of caseous granulomas is highlighted by the black contour lines in the ion maps (left) and white contour lines in the H&E stained 
section and optical image. Scale bars: 5 mm. (B) Quantitation of PZA in the necrotic or caseous core, cellular rim, and surrounding lung tissue of four lesions 
collected in two rabbits, obtained by LCM coupled to HPLC/tandem mass spectrometry. Each value was normalized to plasma concentrations measured at 
the time of tissue sampling.
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drug appears to exert its effect by targeting bacilli present in the 
difficult-to-sterilize caseum of necrotic lesions. Consistent with 
PZA’s activity in necrotic lesions, previous work by our group has 
shown that it is bactericidal against Mtb in an ex vivo caseum 
assay (Sarathy et al., 2018). Of note, the PZA concentration re-
quired to achieve a 1-log kill in this assay is around 20–40 µg/ml, 
levels that are reached only for a short portion of the dosing in-
terval both in rabbits and in patients (Wilkins et al., 2006; Via et 
al., 2015b). The pH of ex vivo caseum under the assay conditions 
was around 7.5 and thus at the higher end of the pH spectrum we 
measured for rabbit caseum in the current study. Because PZA 
is more potent at a lower pH (McDermott and Tompsett, 1954; 
Salfinger and Heifets, 1988; Zhang et al., 2002), the ex vivo bac-
tericidal assay may not have revealed the full potential of PZA in 
caseous environments. In the present study, the PZA dose of 175 
mg/kg administered 7 d/wk reproduces human exposure at the 
lower end of the AUC spectrum observed in patients receiving the 
standard PZA dose of 1,500 mg daily (Wilkins et al., 2006). There-
fore, we may have slightly underestimated the activity of PZA.

The marked efficacy of PZA in necrotic lesions in the rabbit 
model corroborates a comparative efficacy study in guinea pigs, 
which develop necrotic lesions and in which PZA was more active 
than in BALB/c mice, which do not present necrotic granulomas 
(Ahmad et al., 2011). In contrast, C3HeB/FeJ mice with large ne-
crotic granulomas responded poorly to PZA treatment compared 
with C3HeB/FeJ mice that harbored mostly cellular lesions (Irwin 
et al., 2016). These discrepancies were attributed to the relatively 
high pH of C3HeB/FeJ mouse caseum (Lanoix et al., 2015a). The 
range of caseum pH measured in this study (6.1–8.0) is in line with 
the human caseum pH range of 5.5–8.0 (Koller and Leuthardt, 
1934; Dahl, 1950; Weiss et al., 1954; Kempker et al., 2017). Thus, 
in rabbits and TB patients, different lesions present pH condi-
tions that are more or less favorable to PZA’s activity, which may 
contribute to the observed interlesion variability in treatment 
response. It has also been suggested that localized areas of acute 

inflammation are associated with low O2 tension, accumulation of 
CO2 and lactic acid, and secretion of succinate by the tuberculous 
bacilli, leading to pH values as low as 5.0–5.5 in selected microen-
vironments (von Ardenne and Krüger, 1979; Watanabe et al., 2011).

There are a few limitations in this study. First, an apparent drop 
in average CEQs per lesion over time in cellular granulomas indi-
rectly points to a potential decay of CEQs, possibly due to partial 
degradation of Mtb DNA by activated immune cells (Fig. S3, A and 
B). However, this apparent decrease could also be due to the emer-
gence of new cellular lesions as disease progresses, with truly low 
cumulative burden. In addition, because DNA decay is likely to af-
fect both untreated and PZA-treated lesion sets to the same extent, 
evaluation of PZA efficacy should remain largely unaffected. Sec-
ond, the necrotic lesion category includes closed caseous nodules 
and open cavities, which cannot be distinguished at the time of 
dissection because large closed nodules and nascent cavities that 
have just connected to an airway cannot be differentiated upon 
macroscopic examination. Based on follow-up histological stud-
ies, we estimate that <5–10% of necrotic lesions are open cavities.

If PZA sterilizes necrotic lesions, why aren’t TB patients cured 
faster? First, PZA suffers from rather modest potency, with a min-
imum inhibitory concentration ranging from 12.5 to >100 µg/ml 
(∼1 mM), depending on pH and other environmental conditions 
(Zhang et al., 1999, 2002; Sarathy et al., 2018). Accordingly, PZA’s 
sterilizing effect in necrotic lesions was slow: in rabbits, the drug 
exerted most of its activity during the second half of the treat-
ment period, after 5–10 wk (Fig. 5 B). Clinically, PZA is excluded 
from the continuation treatment phase (months 3–6) in patients 
with drug-susceptible TB based on (1) numerous large clinical tri-
als conducted by the British Medical Research Council from which 
it was concluded that TB patients may not benefit from prolonged 
PZA therapy beyond 2 mo (Fox et al., 1999; Mitchison, 2004a) and 
(2) PZA-mediated hepatotoxicity (Centers for Disease Control 
and Prevention; American Thoracic Society, 2003). However, a 
trend toward lower relapse rates has been seen in trials in which 

Figure 4. Antimycobacterial activity of PZA in cellular and necrotic lesions. (A) Effect of PZA on the bacterial burden of individual lesions in rabbits with 
active TB, after 5 and 10 wk of daily treatment. C, untreated controls. Median and 95% CI are shown (both median and 95% CI are at 10° for the PZA control 
groups in the cellular lesion category). Asterisks indicate statistical significance BY using the two-tailed Mann-Whitney U test. (B) Bacterial burden normalized 
to tissue weight in uninvolved lung tissue (“normal”) and in cellular and necrotic lesions. Because all CFU data are plotted on a log scale, all CFU values are 
converted to CFU + 1 order to include “zero CFU” data points. This method is not appropriate when normalizing to tissue weight because a difference of 1 
would substantially skew the CFU-per-milligram dataset for the zero CFU subset. To visualize zero CFU data points, these were assigned an arbitrary low value 
of 10−4, then normalized to tissue weight. The median and 95% CI were calculated by using actual zero values. Medians that do not appear on the graph have 
a value of zero. (C) Effect of PZA treatment on lesion weight. Asterisks indicate statistical significance by using the Mann-Whitney U test. (D) Effect of PZA on 
the proportion of sterile lesions after 5 and 10 wk of treatment (actual numbers of sterile versus total lesions are indicated on top of each bar). Data from two 
independent experiments were combined to generate the plots. Statistically significant differences between two proportions were detected by using Fisher’s 
exact test. *, P < 0.05; **, P < 0.01; ***, P < 0.001; ****, P < 0.0001 (43 < n < 98 per treatment group).
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PZA was administered beyond 2 mo, although statistical signif-
icance was not reached (Tuberculosis Service/British Medical 
Research Council, 1981; Mitchison, 2004a). In early bactericidal 
activity trials, PZA consistently shows modest activity during the 
first 2 d, after which the decrease in sputum counts accelerates, 
unlike other first-line drugs (Jindani et al., 2003). Likewise, a 
thorough analysis of serial sputum counts in patients receiving 
various combinations of front-line agents for 28 d revealed that 
the contribution of PZA was most pronounced during the second 
half of the study, from day 14 to 28 (Brindle et al., 2001). In ad-
dition, preclinical models have revealed a benefit of continuing 
PZA treatment beyond 2 mo, in the background of both first- and 
second-line regimens (Tasneen et al., 2008; Ahmad et al., 2013; 
Lanoix et al., 2015b). All these observations converge toward 
a rather slow “onset” of PZA activity. Together, our results may 

lead to rethinking the current treatment paradigm according to 
which PZA is given for the first 2 mo only. To avoid prolonged use 
of PZA beyond 2 mo given its hepatotoxicity, one could consider 
including PZA only after other agents have reduced the bacterial 
burden, leaving mostly persisters behind. Although clinical trials 
conducted by the British Medical Research Council in the 1960s to 
1970s concluded no benefit of PZA beyond 2 mo, the utility of a late 
introduction of PZA has not been clinically tested, particularly 
in the context of today’s more refined readouts and biomarkers. 
Elucidation of the pharmacological mechanism underlying PZA’s 
unique clinical efficacy, together with the recent characterization 
of its antibacterial mechanism of action (Dillon et al., 2014; Gopal 
et al., 2016, 2017), provides the basis for the rational development 
of next-generation, more-potent PZA analogues.

Materials and methods
Infection, tissue dissection, and sample processing for 
bacterial burden
All animal studies were performed in Biosafety Level 3 facilities 
and approved by the Institutional Animal Care and Use Committee 
of the New Jersey Medical School, Rutgers University, Newark, NJ. 
Female New Zealand White rabbits (Millbrook Farm), weighing 
2.2–2.6 kg, were maintained under specific pathogen-free condi-
tions and fed water and chow ad libitum. The rabbits were infected 
with Mtb HN878 in rounds of six animals by using a nose-only 
aerosol exposure system as described, leading to the development 
of chronic active TB with cellular and necrotic granulomas in all 
animals, as well as occasional cavities (Subbian et al., 2011). 3 h 
postinfection, one rabbit from each round of infection was eu-
thanized to determine the bacterial load implanted in the lungs, 
with a target of 1,000–3,000 CFU per rabbit. To characterize Mtb 
growth kinetics and pathology, untreated rabbits were necrop-
sied and analyzed at the following time points: three, four, four, 
eight, seven, eight, and six rabbits at 4, 8, 10, 12, 15, 16, and 20 wk 
postinoculation, respectively. At each time point, rabbits were se-
dated with ketamine and xylazine, were euthanized by Euthasol, 
and underwent necropsy. The right and left lungs were removed 
and weighed. Individual lesions and uninvolved (not contain-
ing macroscopically visible lesions) lung tissue were dissected, 
weighed, and recorded; lesions were categorized as fully cellular 
(recorded and labeled as “cellular”) or necrotic (made of a cellular 
rim surrounding the necrotic or caseous core). Necrotic lesions 
are easily distinguishable from cellular granulomas due to (1) the 
presence of a white-to-yellow core visible upon macroscopic ex-
amination because granulomas are translucent and (2) the fact 
that cellular granulomas are more firm to the touch than necrotic 
lesions. When the distinction was subject to doubt, a fine needle 
was used to pierce through the center of the lesion, followed by 
gentle pressing leading to oozing of necrotic material in the case 
of necrotic lesions. The necrotic lesion category includes closed 
necrotic nodules and cavities, because it is not possible—upon 
macroscopic examination at the time of dissection—to reliably 
distinguish between a large closed nodule and a nascent cavity that 
has just connected to an airway. Special care was taken to remove 
the uninvolved lung tissue surrounding each lesion. An average 
of 10 necrotic lesions, 8 cellular lesions, and 6 uninvolved lung 

Figure 5. Effect of PZA on the extent of bacterial killing or CEQ/CFU 
ratio at the lesion level in cellular lesions (A), necrotic lesions (B), and 
uninvolved lung (C). To visualize the effect of PZA-mediated bacterial killing 
in addition to killing by the immune system, the data are presented as log 
CEQ/CFU ratio assigned to bins in 0.5-log increments in untreated rabbits 
(gray bars, immune killing only) and drug treated rabbits (blue bars, combined 
immune and PZA-mediated kill). Statistical analyses were performed by using 
nonlog normalized values. Data points where both CFU and CEQ values were 
below the LOD were excluded from this analysis. Data from two independent 
experiments were combined to generate the plots. Asterisks indicate statis-
tically significant differences between the PZA treated and untreated groups 
by using the two-tailed Mann-Whitney U test (used to compare the CEQ/CFU 
ratios before log transformation and before binning). *, P < 0.05; **, P < 0.01; 
***, P < 0.001; ****, P < 0.0001.
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samples were collected from each rabbit. Tissue samples <0.05 g 
and >0.05 g were homogenized in either 200 µl or 500 µl PBS 
respectively. Serial dilutions of the tissue homogenates were pre-
pared in PBS supplemented with 0.025% Tween and plated on 
Middlebrook 7H11 agar. The plates were incubated at 37°C for at 
least 21 d before determining final CFU counts. The lower LOD of 
CFU for each lesion is 3–5 depending on the total homogenization 
volume and the final volume and dilution plated (Dataset S1).

Treatment
Starting 10 wk postinfection, 14 rabbits received 175 mg/kg 
PZA 7 d/wk for either 5 wk (7 rabbits) or 10 wk (7 rabbits). At 
15 and 20 wk postinfection or after 5 and 10 wk of PZA treat-
ment, rabbits were sedated with ketamine and xylazine, were 
euthanized by Euthasol, and underwent necropsy. Lesion and 
tissue samples were collected and processed as described above. 
After ∼3 and 7 wk of daily PZA treatment, blood was collected 
from the central ear artery of each rabbit predose and at 0.5, 1, 
2, 4, 6, and 24 h after oral gavage to assess exposure in infected 
rabbits at steady-state and compare with the average exposure 
achieved in TB patients receiving a standard dose. Blood sam-
ples were centrifuged at 4,000 rpm for 5 min, and the super-
natants (plasma) were transferred and stored at −80°C until 
analyzed by HPLC coupled to tandem mass spectrometry as de-
scribed in (Via et al., 2015b).

Human-equivalent PZA dose projection
PZA (Sigma Aldrich) was formulated in 40% sucrose and dosed 
at 175 mg/kg. The following rationale was followed in order to 
select this dose. In rabbits, the conversion of PZA to POA by the 
liver is significantly higher than in humans (Via et al., 2015b). 
Because POA is almost as potent as PZA against Mtb in vitro 
(Gopal et al., 2016), one could consider two different approaches 
in selecting a human-equivalent dose: (1) to match the sum of 
the AUCs of PZA and POA (AUCPZA and AUCPOA) achieved in TB 
patients receiving a standard dose of 1,500 mg or ∼450–500 
mg/h/L, corresponding to a rabbit dose of 100 mg/kg, or (2) to 
match AUCPZA only or 350–400 mg/h/L, corresponding to a rab-
bit dose of 275–300 mg/kg. The former approach assumes that 
circulating POA (as opposed to POA generated inside Mtb bacilli) 
is equipotent to PZA, which we found not to be the case in a sepa-
rate study (Lanoix et al., 2016). Thus, we opted for a compromise 
and selected a dose of 175 mg/kg (Tables S3 and S4), leading to 
peak plasma concentrations (Cmax) of 50–75 mg/L (mean, 69.2 
mg/L) and an AUC of 230–240 mg/h/L at steady-state, which 
correspond to the PZA Cmax and AUC of TB patients at the higher 
(Cmax) and lower (AUC) end of the exposure spectrum, respec-
tively (Wilkins et al., 2006).

MAL​DI-MSI and LCM
Two rabbits were infected as described above, and disease was 
allowed to progress for 11 wk, at which point the rabbits received 
a single dose of PZA at 300 mg/kg (a higher dose was used than 
in efficacy studies to overcome the relatively poor ionization of 
PZA by MAL​DI-MSI), after which lesions and the surrounding 
lung tissue were collected 2 h postdose and stored as described 
previously (Zimmerman et al., 2017). 12-µm-thick tissue sections 

were prepared from γ-irradiated biopsies for MAL​DI-MSI and 
analyzed by using a MAL​DI LTQ Orbitrap XL mass spectrometer 
(Thermo Fisher Scientific) as previously described (Prideaux et 
al., 2015). Serial 25- and 12-µm-thick sections were prepared for 
LCM coupled to high-pressure liquid chromatography and tan-
dem mass spectrometry quantitative analysis, and H&E staining 
respectively. Microdissection and quantification of caseum, cel-
lular lesion, and uninvolved lung were performed as previously 
described (Zimmerman et al., 2017).

Histology
Five pieces of lung tissue (one per lobe) from each rabbit were 
fixed in 10% formalin (Thermo Fisher Scientific) and sent to IDE​
XX BioResearch. These sections were paraffin-embedded and 
used for standard 5-µm sectioning. Sections were then stained 
with H&E for cellular composition and with Ziehl-Neelsen ac-
id-fast staining to visualize Mtb bacilli. Images of the stains 
were captured and analyzed by using Pannoramic Viewer and 
Pannoramic Desk (Caliper Life Science).

CEQ determination in lung and lesion tissues
Genomic DNA was extracted from homogenized tissue samples 
after Qiagen DNA extraction protocol by using the QIAamp 96 
DNA Qiagen Kit (Slana et al., 2010). Samples were thawed, and 
100 µl was transferred to a 96-well plate (S-Block; Qiagen) con-
taining 180 µl stool lysis ASL buffer (Qiagen), 20 µl proteinase 
K (Qiagen), 1  µl reagent DX (Qiagen), and 250  µl of 0.1-mm 
zirconia-silica beads (MP Biomedicals) in each well. Tissues 
were digested for at least 1 h at 56°C, then inactivated for 1 h at 
80°C. Samples were homogenized by two pulses of 1 min each 
at 1,750 rpm on the Geno/Grinder 2010 (Spex Sample prepP), 
with a 5-min break between pulses. The plate was centrifuged 
at 200 g to remove foam and precipitate beads, then loaded in a 
QIAcube HT (Qiagen). Samples were mixed with 600 µl of 50% 
buffer AL (Qiagen) and 50% ethanol (Fisher Scientific). 600 µl 
of supernatant from each well was transferred onto a 96-well 
plate silica column (Qiagen) and drawn through by using a 
vacuum pump. DNA samples were cleaned with three consecu-
tive wash steps: 600 µl buffer AW1 (Qiagen), 600 µl AW2 (Qia-
gen), and 600 µl ethanol. DNA was then eluted with a total of 
100  µl buffer AE (Qiagen). Mtb CEQ was quantified by using 
the previously described protocol (Muñoz-Elías et al., 2005) 
with sigF primer-probe combination (Integrated DNA Technol-
ogies) adapted from Lin et al. (2014). CEQ quantification was 
achieved by building standard curves by using serial dilutions 
of whole Mtb genome prepared from broth culture. qRT-PCR 
reactions were performed in duplicate at dilution 1×, 3×, and 9× 
(for a total of six quantitative PCR [qPCR] measurements per 
sample) on either the Mx3005P (Stratagene) or Step One Plus 
(Applied Biosystems) by using TaqMan Universal Master Mix II 
(Life Technologies).

Validation of DNA extraction and qRT-PCR to assess CEQs 
in lung lesions
Bacteria were grown in 7H9 media with 10% ADC and 0.05% 
Tween 80. Serial dilutions of this culture were plated on 7H11 for 
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CFU-per-milliliter enumeration (Fig. S3 C). To assess the total 
number of culturable, nonculturable, and dead cells in the same 
culture, all of which should be captured in qRT-PCR as CEQs, 
individual cells were counted with a hemocytometer (Neubauer) 
on a microscope (Leica DM6000 B, 400× magnification). The 
number of bacteria present in aggregates was estimated visu-
ally (Fig. S3 D). Serial dilutions were prepared, and 100  µl of 
each dilution was spiked in 100 µl of rabbit lung homogenate, 
then used as template for qRT-PCR as described above. To as-
sess the variability of the qPCR procedure, each extract was di-
luted 1×, 3×, and 9× in duplicate to estimate the variability of the 
qPCR procedure and readout. The results are shown in Fig. S3 
E. Next, we calculated the CEQ/total bacterial particles ratio in 
order to estimate the combined efficiency of DNA extraction and 
accuracy of qPCR analysis (Fig. S3 F). Under most conditions, 
the CEQ readouts ranged between 50 and 200% of the total es-
timated number of bacteria, thus a plus or minus twofold error. 
Precision was slightly lower at very low and very high bacte-
rial loads, as expected. The LOD was ∼50 total bacterial cells, 
from which we inferred a limit of quantitation between 50 and 
100 chromosomes.

Whole-genome sequencing
After plating of rabbit lung tissue and lesion homogenates, 
mycobacterial genomic DNA was extracted as described previ-
ously (Blumenthal et al., 2010). Briefly, colonies were purified 
on 7H11 agar medium and used to inoculate 7H9 liquid cultures. 
Mtb HN878 genomic DNA was extracted as described (van 
Soolingen et al., 1991). DNA samples were prepared for sequenc-
ing by using the standard paired-end whole-genome DNA sample 
preparation kit from Illumina (Illumina Inc.). Samples were se-
quenced on an Illumina HiSeq 2500 next-generation sequencer, 
operated in paired-end mode, with a read length of 120 bp. The 
mean depth of coverage (reads per site) was 202.7× per genome 
(range, 90–1,445). Base-calling was performed by using Casava 
software, v1.8. The reads were aligned to Mtb HN878 (Genbank 
accession no. NZ_CM001043.1) as a reference genome by using 
the Burrows-Wheeler Alignment Tool (Li and Durbin, 2009). 
Indels were identified by building local contigs spanning sites 
with low coverage or heterogeneity of nucleotides, as described 
previously (Ioerger et al., 2010). Polymorphisms were identified 
by comparing (aligning) each genome to the sequence of HN878 
and tabulating SNPs and insertions/deletions, excluding those 
in heterogeneous sites (majority nucleotide <70%) and sites in 
low-coverage (<10×) or repetitive regions. The laboratory stock 
of the parental strain HN878 was also resequenced, and differ-
ences shared among all the rabbit samples and the laboratory 
parental strain were also filtered out.

Determination of caseum pH
About 30 min after euthanasia, the pH of pulmonary TB lesion 
caseum was determined by using different pH indicator strips 
(Table S1). Caseum was aseptically removed from incised lesions 
and applied as a thin layer on the indicator section of a pH strip 
that was prewetted with molecular-grade water (Life Technol-
ogies). The pH was read after 30 s of incubation. Surgical in-

struments were rinsed with molecular-grade water and dried 
between measurements. Up to three measurements of individual 
lesions were taken.

Statistical analyses
This study included a total of 54 rabbits and 1,380 lesions. To de-
tect statistically significant differences in CEQs, CFUs, or CEQs/
CFUs per lesion, groups were compared by using a two-tailed 
Mann-Whitney U (nonparametric) test, which is adequate for 
analyzing nonnormally distributed (particularly “zero-inflated” 
in the case of CFU) datasets (GraphPad Prism 7). Proportions 
shown in Fig. 4 D were analyzed by using Fisher's exact test (two-
sided for comparisons of treated versus untreated group pairs). 
In CEQ/CFU ratio analyses shown in Figs. 1, 5, and S2, lesions that 
harbored undetectable CEQs (the majority of which had no de-
tectable CFUs) were excluded rather than set to zero because the 
limit of CEQ detection was ∼100 (Fig. S3). P values <0.05 were 
considered statistically significant. *, P < 0.05; **, P < 0.01; ***, 
P < 0.001; ****, P < 0.0001. All data are presented as median ± 
95% confidence interval (CI), except for data shown as mean and 
standard deviation in Fig. S3 (C and D).

Online supplemental material
Fig. S1 shows the characterization of lesion weight as a function 
of disease progression and bacterial burden; the bacterial bur-
den normalized to tissue weight as a function of tissue and le-
sion type, the evolution of cumulative burden (CEQ) as disease 
progresses, and the relationship between bacterial burden and 
cumulative burden as disease progresses in cellular and necrotic 
lesions. Data shown in Fig. S1 are from drug-naive rabbits only. 
Fig. S2 shows histopathological evidence supporting release 
of cavity material into airways and the association of bacteria 
with neutrophils. Fig. S3. summarizes methodological consid-
erations, validation, and calibration of the CEQ analyses. Table 
S1 summarizes pH measurements made in necrotic lesions and 
caseum from rabbits with active TB. Table S2 outlines the genetic 
polymorphisms of Mtb bacilli retrieved from rabbit lesions 20 
wk postinfection. Table S3 describes the dose projection scenar-
ios considered to reproduce human exposure of PZA in rabbits. 
Table S4 shows the PZA and POA PK parameters achieved in rab-
bits on treatment. Dataset S1 contains the complete CFU and CEQ 
data generated and analyzed in this work.

Acknowledgments
We thank Edwin Klein for comments on rabbit histopathology 
and Gilla Kaplan for stimulating discussions. The following re-
agent was obtained through BEI Resources, National Institute of 
Allergy and Infectious Disease (National Institutes of Health): 
Mtb, strain HN878, NR-13647. 

This work was carried out with funding from the National 
Institute of Allergy and Infectious Diseases (National Institutes 
of Health) grants R01-AI106398 and R01-AI111967 to V. Dartois. 

The authors declare no competing financial interests.
Author contributions: L. Blanc, J. Sarathy, N.A. Cabrera, P. 

O’Brien, I. Dias-Freedman, M. Mina, M. Gengenbacher, and B. 
Prideaux performed all experiments. L. Blanc and J. Sarathy an-

D
ow

nloaded from
 http://rupress.org/jem

/article-pdf/215/8/1975/1760028/jem
_20180518.pdf by guest on 03 D

ecem
ber 2025

NZ_CM001043.1


Blanc et al. 
Pyrazinamide sterilizes necrotic TB lesions

Journal of Experimental Medicine
https://doi.org/10.1084/jem.20180518

1984

alyzed the data. T. Ioerger and J. Sacchettini carried out and pro-
vided funding for whole-genome sequencing. R. Savic performed 
modeling of PK data. B.K. Podell analyzed histology slides. L. 
Blanc, T. Dick, and V. Dartois designed the experiments and com-
piled the manuscript. All authors approved the submitted version 
of the manuscript.

Submitted: 15 March 2018
Revised: 15 May 2018
Accepted: 28 June 2018

References
Aber, V.R., and A.J. Nunn. 1978. [Short term chemotherapy of tuberculosis. 

Factors affecting relapse following short term chemotherapy]. Bull. Int. 
Union Tuberc. 53:276–280.

Ahmad, Z., M.M. Fraig, G.P. Bisson, E.L. Nuermberger, J.H. Grosset, and P.C. 
Karakousis. 2011. Dose-dependent activity of pyrazinamide in animal 
models of intracellular and extracellular tuberculosis infections. Antimi-
crob. Agents Chemother. 55:1527–1532. https://​doi​.org/​10​.1128/​AAC​.01524​-10

Ahmad, Z., S. Tyagi, A. Minkowski, C.A. Peloquin, J.H. Grosset, and E.L. Nu-
ermberger. 2013. Contribution of moxifloxacin or levofloxacin in sec-
ond-line regimens with or without continuation of pyrazinamide in 
murine tuberculosis. Am. J. Respir. Crit. Care Med. 188:97–102. https://​
doi​.org/​10​.1164/​rccm​.201212​-2328OC

Blumenthal, A., C. Trujillo, S. Ehrt, and D. Schnappinger. 2010. Simultaneous 
analysis of multiple Mycobacterium tuberculosis knockdown mutants 
in vitro and in vivo. PLoS One. 5:e15667. https://​doi​.org/​10​.1371/​journal​
.pone​.0015667

Brindle, R., J. Odhiambo, and D. Mitchison. 2001. Serial counts of Mycobac-
terium tuberculosis in sputum as surrogate markers of the sterilising 
activity of rifampicin and pyrazinamide in treating pulmonary tubercu-
losis. BMC Pulm. Med. 1:2. https://​doi​.org/​10​.1186/​1471​-2466​-1​-2

Cadena, A.M., S.M. Fortune, and J.L. Flynn. 2017. Heterogeneity in tubercu-
losis. Nat. Rev. Immunol. 17:691–702. https://​doi​.org/​10​.1038/​nri​.2017​.69

Centers for Disease Control and Prevention and American Thoracic Soci-
ety. 2003. Update: adverse event data and revised American Thoracic 
Society/CDC recommendations against the use of rifampin and pyra-
zinamide for treatment of latent tuberculosis infection–United States, 
2003. MMWR Morb. Mortal. Wkly. Rep.52:735-739.

Chang, K.C., C.C. Leung, W.W. Yew, S.C. Ho, and C.M. Tam. 2004. A nested 
case-control study on treatment-related risk factors for early relapse of 
tuberculosis. Am. J. Respir. Crit. Care Med. 170:1124–1130. https://​doi​.org/​
10​.1164/​rccm​.200407​-905OC

Chang, K.C., C.C. Leung, W.W. Yew, S.L. Chan, and C.M. Tam. 2006. Dosing 
schedules of 6-month regimens and relapse for pulmonary tuberculosis. 
Am. J. Respir. Crit. Care Med. 174:1153–1158. https://​doi​.org/​10​.1164/​rccm​
.200605​-637OC

Chigutsa, E., J.G. Pasipanodya, M.E. Visser, P.D. van Helden, P.J. Smith, F.A. 
Sirgel, T. Gumbo, and H. McIlleron. 2015. Impact of nonlinear interac-
tions of pharmacokinetics and MICs on sputum bacillary kill rates as a 
marker of sterilizing effect in tuberculosis. Antimicrob. Agents Chemo-
ther. 59:38–45. https://​doi​.org/​10​.1128/​AAC​.03931​-14

Coleman, M.T., R.Y. Chen, M. Lee, P.L. Lin, L.E. Dodd, P. Maiello, L.E. Via, Y. Kim, 
G. Marriner, V. Dartois, et al. 2014. PET/CT imaging reveals a therapeutic 
response to oxazolidinones in macaques and humans with tuberculosis. 
Sci. Transl. Med. 6:265. https://​doi​.org/​10​.1126/​scitranslmed​.3009500

Dahl, H.K. 1950. Examination of pH in tuberculous pus. Acta Orthop. Scand. 
20:176–180. https://​doi​.org/​10​.3109/​17453675009043416

Diedrich, C.R., J. O’Hern, M.G. Gutierrez, N. Allie, P. Papier, G. Meintjes, A.K. 
Coussens, H. Wainwright, and R.J. Wilkinson. 2016. Relationship be-
tween HIV coinfection, interleukin 10 production, and Mycobacterium 
tuberculosis in human lymph node granulomas. J. Infect. Dis. 214:1309–
1318. https://​doi​.org/​10​.1093/​infdis/​jiw313

Dillon, N.A., N.D. Peterson, B.C. Rosen, and A.D. Baughn. 2014. Pantothenate 
and pantetheine antagonize the antitubercular activity of pyrazin-
amide. Antimicrob. Agents Chemother. 58:7258–7263. https://​doi​.org/​10​
.1128/​AAC​.04028​-14

East African/British Medical Research Councils. 1972. Controlled clinical trial 
of short-course (6-month) regimens of chemotherapy for treatment of 
pulmonary tuberculosis. Lancet. 1:1079–1085.

Eum, S.Y., J.H. Kong, M.S. Hong, Y.J. Lee, J.H. Kim, S.H. Hwang, S.N. Cho, L.E. 
Via, and C.E. Barry III. 2010. Neutrophils are the predominant infected 
phagocytic cells in the airways of patients with active pulmonary TB. 
Chest. 137:122–128. https://​doi​.org/​10​.1378/​chest​.09​-0903

Ford, C.B., P.L. Lin, M.R. Chase, R.R. Shah, O. Iartchouk, J. Galagan, N. Mohaid-
een, T.R. Ioerger, J.C. Sacchettini, M. Lipsitch, et al. 2011. Use of whole 
genome sequencing to estimate the mutation rate of Mycobacterium 
tuberculosis during latent infection. Nat. Genet. 43:482–486. https://​doi​
.org/​10​.1038/​ng​.811

Fox, W., G.A. Ellard, and D.A. Mitchison. 1999. Studies on the treatment of 
tuberculosis undertaken by the British Medical Research Council tuber-
culosis units, 1946-1986, with relevant subsequent publications. Int. J. 
Tuberc. Lung Dis. 3(10, Suppl 2):S231–S279.

Gopal, P., M. Yee, J. Sarathy, J.L. Low, J.P. Sarathy, F. Kaya, V. Dartois, M. Gen-
genbacher, and T. Dick. 2016. Pyrazinamide resistance is caused by two 
distinct mechanisms: Prevention of coenzyme A depletion and loss of 
virulence factor synthesis. ACS Infect. Dis. 2:616–626. https://​doi​.org/​10​
.1021/​acsinfecdis​.6b00070

Gopal, P., W. Nartey, P. Ragunathan, J. Sarathy, F. Kaya, M. Yee, C. Setzer, M.S.S. 
Manimekalai, V. Dartois, G. Grüber, and T. Dick. 2017. Pyrazinoic acid 
inhibits mycobacterial coenzyme a biosynthesis by binding to aspartate 
decarboxylase PanD. ACS Infect. Dis. 3:807–819. https://​doi​.org/​10​.1021/​
acsinfecdis​.7b00079

Hoff, D.R., G.J. Ryan, E.R. Driver, C.C. Ssemakulu, M.A. De Groote, R.J. 
Basaraba, and A.J. Lenaerts. 2011. Location of intra- and extracellular M. 
tuberculosis populations in lungs of mice and guinea pigs during disease 
progression and after drug treatment. PLoS One. 6:e17550. https://​doi​
.org/​10​.1371/​journal​.pone​.0017550

Hong Kong Chest Service/British Medical Research Council. 1982. Controlled 
trial of 4 three-times-weekly regimens and a daily regimen all given for 
6 months for pulmonary tuberculosis. Second report: the results up to 
24 months. Hong Kong Chest Service/British Medical Research Council. 
Tubercle. 63:89–98. https://​doi​.org/​10​.1016/​S0041​-3879(82)80044​-5

Ioerger, T.R., Y. Feng, K. Ganesula, X. Chen, K.M. Dobos, S. Fortune, W.R. 
Jacobs Jr., V. Mizrahi, T. Parish, E. Rubin, et al. 2010. Variation among 
genome sequences of H37Rv strains of Mycobacterium tuberculosis 
from multiple laboratories. J. Bacteriol. 192:3645–3653. https://​doi​.org/​
10​.1128/​JB​.00166​-10

Irwin, S.M., E. Driver, E. Lyon, C. Schrupp, G. Ryan, M. Gonzalez-Juarrero, R.J. 
Basaraba, E.L. Nuermberger, and A.J. Lenaerts. 2015. Presence of multi-
ple lesion types with vastly different microenvironments in C3HeB/FeJ 
mice following aerosol infection with Mycobacterium tuberculosis. Dis. 
Model. Mech. 8:591–602. https://​doi​.org/​10​.1242/​dmm​.019570

Irwin, S.M., B. Prideaux, E.R. Lyon, M.D. Zimmerman, E.J. Brooks, C.A. 
Schrupp, C. Chen, M.J. Reichlen, B.C. Asay, M.I. Voskuil, et al. 2016. Be-
daquiline and pyrazinamide treatment responses are affected by pul-
monary lesion heterogeneity in Mycobacterium tuberculosis infected 
C3HeB/FeJ mice. ACS Infect. Dis. 2:251–267. https://​doi​.org/​10​.1021/​
acsinfecdis​.5b00127

Jindani, A., C.J. Doré, and D.A. Mitchison. 2003. Bactericidal and sterilizing 
activities of antituberculosis drugs during the first 14 days. Am. J. Re-
spir. Crit. Care Med. 167:1348–1354. https://​doi​.org/​10​.1164/​rccm​.200210​
-1125OC

Kempker, R.R., M.T. Heinrichs, K. Nikolaishvili, I. Sabulua, N. Bablishvili, 
S. Gogishvili, Z. Avaliani, N. Tukvadze, B. Little, A. Bernheim, et al. 
2017. Lung tissue concentrations of pyrazinamide among patients with 
drug-resistant pulmonary tuberculosis. Antimicrob. Agents Chemother. 
61:e00226-17. https://​doi​.org/​10​.1128/​AAC​.00226​-17

Koller, F., and F. Leuthardt. 1934. Nekrose und Autolyse. Beitrag zur Kenntnis 
der Dystrophischen Verkalkung. Klin. Wochenschr. 43:1527–1529. https://​
doi​.org/​10​.1007/​BF01779121

Lanoix, J.P., F. Betoudji, and E. Nuermberger. 2015b. Sterilizing activity of pyr-
azinamide in combination with first-line drugs in a C3HeB/FeJ mouse 
model of tuberculosis. Antimicrob. Agents Chemother. 60:1091–1096. 
https://​doi​.org/​10​.1128/​AAC​.02637​-15

Lanoix, J.P., T. Ioerger, A. Ormond, F. Kaya, J. Sacchettini, V. Dartois, and E. 
Nuermberger. 2015a. Selective inactivity of pyrazinamide against tu-
berculosis in C3HeB/FeJ mice is best explained by neutral pH of caseum. 
Antimicrob. Agents Chemother. 60:735–743. https://​doi​.org/​10​.1128/​AAC​
.01370​-15

Lanoix, J.P., R. Tasneen, P. O’Brien, J. Sarathy, H. Safi, M. Pinn, D. Alland, V. 
Dartois, and E. Nuermberger. 2016. High systemic exposure of pyraz-
inoic acid has limited anti-tuberculosis activity in murine and rabbit 
models of tuberculosis. Antimicrob. Agents Chemother. 60:4197–4205. 
https://​doi​.org/​10​.1128/​AAC​.03085​-15

D
ow

nloaded from
 http://rupress.org/jem

/article-pdf/215/8/1975/1760028/jem
_20180518.pdf by guest on 03 D

ecem
ber 2025

https://doi.org/10.1128/AAC.01524-10
https://doi.org/10.1164/rccm.201212-2328OC
https://doi.org/10.1164/rccm.201212-2328OC
https://doi.org/10.1371/journal.pone.0015667
https://doi.org/10.1371/journal.pone.0015667
https://doi.org/10.1186/1471-2466-1-2
https://doi.org/10.1038/nri.2017.69
https://doi.org/10.1164/rccm.200407-905OC
https://doi.org/10.1164/rccm.200407-905OC
https://doi.org/10.1164/rccm.200605-637OC
https://doi.org/10.1164/rccm.200605-637OC
https://doi.org/10.1128/AAC.03931-14
https://doi.org/10.1126/scitranslmed.3009500
https://doi.org/10.3109/17453675009043416
https://doi.org/10.1093/infdis/jiw313
https://doi.org/10.1128/AAC.04028-14
https://doi.org/10.1128/AAC.04028-14
https://doi.org/10.1378/chest.09-0903
https://doi.org/10.1038/ng.811
https://doi.org/10.1038/ng.811
https://doi.org/10.1021/acsinfecdis.6b00070
https://doi.org/10.1021/acsinfecdis.6b00070
https://doi.org/10.1021/acsinfecdis.7b00079
https://doi.org/10.1021/acsinfecdis.7b00079
https://doi.org/10.1371/journal.pone.0017550
https://doi.org/10.1371/journal.pone.0017550
https://doi.org/10.1016/S0041-3879(82)80044-5
https://doi.org/10.1128/JB.00166-10
https://doi.org/10.1128/JB.00166-10
https://doi.org/10.1242/dmm.019570
https://doi.org/10.1021/acsinfecdis.5b00127
https://doi.org/10.1021/acsinfecdis.5b00127
https://doi.org/10.1164/rccm.200210-1125OC
https://doi.org/10.1164/rccm.200210-1125OC
https://doi.org/10.1128/AAC.00226-17
https://doi.org/10.1007/BF01779121
https://doi.org/10.1007/BF01779121
https://doi.org/10.1128/AAC.02637-15
https://doi.org/10.1128/AAC.01370-15
https://doi.org/10.1128/AAC.01370-15
https://doi.org/10.1128/AAC.03085-15


Blanc et al. 
Pyrazinamide sterilizes necrotic TB lesions

Journal of Experimental Medicine
https://doi.org/10.1084/jem.20180518

1985

Lenaerts, A.J., D. Hoff, S. Aly, S. Ehlers, K. Andries, L. Cantarero, I.M. Orme, 
and R.J. Basaraba. 2007. Location of persisting mycobacteria in a Guinea 
pig model of tuberculosis revealed by r207910. Antimicrob. Agents Chemo-
ther. 51:3338–3345. https://​doi​.org/​10​.1128/​AAC​.00276​-07

Lenaerts, A., C.E. Barry III, and V. Dartois. 2015. Heterogeneity in tuberculo-
sis pathology, microenvironments and therapeutic responses. Immunol. 
Rev. 264:288–307. https://​doi​.org/​10​.1111/​imr​.12252

Li, H., and R. Durbin. 2009. Fast and accurate short read alignment with Bur-
rows-Wheeler transform. Bioinformatics. 25:1754–1760. https://​doi​.org/​
10​.1093/​bioinformatics/​btp324

Lin, P.L., M. Rodgers, L. Smith, M. Bigbee, A. Myers, C. Bigbee, I. Chiosea, S.V. 
Capuano, C. Fuhrman, E. Klein, and J.L. Flynn. 2009. Quantitative com-
parison of active and latent tuberculosis in the cynomolgus macaque 
model. Infect. Immun. 77:4631–4642. https://​doi​.org/​10​.1128/​IAI​.00592​
-09

Lin, P.L., C.B. Ford, M.T. Coleman, A.J. Myers, R. Gawande, T. Ioerger, J. Sac-
chettini, S.M. Fortune, and J.L. Flynn. 2014. Sterilization of granulomas 
is common in active and latent tuberculosis despite within-host vari-
ability in bacterial killing. Nat. Med. 20:75–79. https://​doi​.org/​10​.1038/​
nm​.3412

Lowe, D.M., P.S. Redford, R.J. Wilkinson, A. O’Garra, and A.R. Martineau. 2012. 
Neutrophils in tuberculosis: friend or foe? Trends Immunol. 33:14–25. 
https://​doi​.org/​10​.1016/​j​.it​.2011​.10​.003

Malherbe, S.T., S. Shenai, K. Ronacher, A.G. Loxton, G. Dolganov, M. Kriel, T. 
Van, R.Y. Chen, J. Warwick, L.E. Via, et al. Catalysis TB–Biomarker Con-
sortium. 2016. Persisting positron emission tomography lesion activity 
and Mycobacterium tuberculosis mRNA after tuberculosis cure. Nat. 
Med. 22:1094–1100. https://​doi​.org/​10​.1038/​nm​.4177

Manabe, Y.C., A.M. Dannenberg Jr., S.K. Tyagi, C.L. Hatem, M. Yoder, S.C. 
Woolwine, B.C. Zook, M.L. Pitt, and W.R. Bishai. 2003. Different strains 
of Mycobacterium tuberculosis cause various spectrums of disease in 
the rabbit model of tuberculosis. Infect. Immun. 71:6004–6011. https://​
doi​.org/​10​.1128/​IAI​.71​.10​.6004​-6011​.2003

Marakalala, M.J., R.M. Raju, K. Sharma, Y.J. Zhang, E.A. Eugenin, B. Prideaux, 
I.B. Daudelin, P.Y. Chen, M.G. Booty, J.H. Kim, et al. 2016. Inflammatory 
signaling in human tuberculosis granulomas is spatially organized. Nat. 
Med. 22:531–538. https://​doi​.org/​10​.1038/​nm​.4073

Martin, C.J., A.M. Cadena, V.W. Leung, P.L. Lin, P. Maiello, N. Hicks, M.R. 
Chase, J.L. Flynn, and S.M. Fortune. 2017. Digitally barcoding Mycobac-
terium tuberculosis reveals in vivo infection dynamics in the macaque 
model of tuberculosis. MBio. 8:e00312-17. https://​doi​.org/​10​.1128/​mBio​
.00312​-17

McCune, R.M. Jr., and R. Tompsett. 1956. Fate of Mycobacterium tubercu-
losis in mouse tissues as determined by the microbial enumeration 
technique. I. The persistence of drug-susceptible tubercle bacilli in the 
tissues despite prolonged antimicrobial therapy. J. Exp. Med. 104:737–
762. https://​doi​.org/​10​.1084/​jem​.104​.5​.737

McCune, R.M. Jr., W. McDermott, and R. Tompsett. 1956. The fate of My-
cobacterium tuberculosis in mouse tissues as determined by the 
microbial enumeration technique. II. The conversion of tuberculous 
infection to the latent state by the administration of pyrazinamide and 
a companion drug. J. Exp. Med. 104:763–802. https://​doi​.org/​10​.1084/​
jem​.104​.5​.763

McCune, R.M., F.M. Feldmann, H.P. Lambert, and W. McDermott. 1966a. Mi-
crobial persistence. I. The capacity of tubercle bacilli to survive ster-
ilization in mouse tissues. J. Exp. Med. 123:445–468. https://​doi​.org/​10​
.1084/​jem​.123​.3​.445

McCune, R.M., F.M. Feldmann, and W. McDermott. 1966b. Microbial per-
sistence. II. Characteristics of the sterile state of tubercle bacilli. J. Exp. 
Med. 123:469–486. https://​doi​.org/​10​.1084/​jem​.123​.3​.469

McDermott, W., and R. Tompsett. 1954. Activation of pyrazinamide and nic-
otinamide in acidic environments in vitro. Am. Rev. Tuberc. 70:748–754.

Mishra, B.B., R.R. Lovewell, A.J. Olive, G. Zhang, W. Wang, E. Eugenin, C.M. 
Smith, J.Y. Phuah, J.E. Long, M.L. Dubuke, et al. 2017. Nitric oxide pre-
vents a pathogen-permissive granulocytic inflammation during tuber-
culosis. Nat. Microbiol. 2:17072. https://​doi​.org/​10​.1038/​nmicrobiol​.2017​
.72

Mitchison, D.A. 1985. The action of antituberculosis drugs in short-course 
chemotherapy. Tubercle. 66:219–225. https://​doi​.org/​10​.1016/​0041​
-3879(85)90040​-6

Mitchison, D.A. 2004a. Antimicrobial therapy of tuberculosis: justification 
for currently recommended treatment regimens. Semin. Respir. Crit. Care 
Med. 25:307–315. https://​doi​.org/​10​.1055/​s​-2004​-829503

Mitchison, D.A. 2004b. The search for new sterilizing anti-tuberculosis drugs. 
Front. Biosci. 9:1059–1072. https://​doi​.org/​10​.2741/​1293

Mitchison, D.A. 2010. Activity of pyrazinamide in the guinea pig model of 
tuberculosis. Antimicrob. Agents Chemother. 54:5420. https://​doi​.org/​10​
.1128/​AAC​.00928​-10

Muñoz-Elías, E.J., and J.D. McKinney. 2005. Mycobacterium tuberculosis isoc-
itrate lyases 1 and 2 are jointly required for in vivo growth and virulence. 
Nat. Med. 11:638–644. https://​doi​.org/​10​.1038/​nm1252

Muñoz-Elías, E.J., J. Timm, T. Botha, W.T. Chan, J.E. Gomez, and J.D. McKinney. 
2005. Replication dynamics of Mycobacterium tuberculosis in chron-
ically infected mice. Infect. Immun. 73:546–551. https://​doi​.org/​10​.1128/​
IAI​.73​.1​.546​-551​.2005

Philips, J.A. 2017. Neutrophils: Double agents for TB. Sci. Transl. Med. 
9:eaan6195. https://​doi​.org/​10​.1126/​scitranslmed​.aan6195

Prideaux, B., L.E. Via, M.D. Zimmerman, S. Eum, J. Sarathy, P. O’Brien, C. Chen, 
F. Kaya, D.M. Weiner, P.Y. Chen, et al. 2015. The association between ster-
ilizing activity and drug distribution into tuberculosis lesions. Nat. Med. 
21:1223–1227. https://​doi​.org/​10​.1038/​nm​.3937

Salfinger, M., and L.B. Heifets. 1988. Determination of pyrazinamide MICs 
for Mycobacterium tuberculosis at different pHs by the radiometric 
method. Antimicrob. Agents Chemother. 32:1002–1004. https://​doi​.org/​
10​.1128/​AAC​.32​.7​.1002

Sarathy, J.P., L.E. Via, D. Weiner, L. Blanc, H. Boshoff, E.A. Eugenin, C.E. Barry 
III, and V.A. Dartois. 2018. Extreme drug tolerance of Mycobacterium 
tuberculosis in caseum. Antimicrob. Agents Chemother. 62:e02266-17. 
https://​doi​.org/​10​.1128/​AAC​.02266​-17

Savic, R.M., M. Weiner, W.R. MacKenzie, M. Engle, W.C. Whitworth, J.L. John-
son, P. Nsubuga, P. Nahid, N.V. Nguyen, C.A. Peloquin, et al. Tuberculosis 
Trials Consortium of the Centers for Disease Control and Prevention. 
2017. Defining the optimal dose of rifapentine for pulmonary tubercu-
losis: Exposure-response relations from two phase II clinical trials. Clin. 
Pharmacol. Ther. 102:321–331. https://​doi​.org/​10​.1002/​cpt​.634

Slana, I., M. Kaevska, P. Kralik, A. Horvathova, and I. Pavlik. 2010. Distribu-
tion of Mycobacterium avium subsp. avium and M. a. hominissuis in 
artificially infected pigs studied by culture and IS901 and IS1245 quanti-
tative real time PCR. Vet. Microbiol. 144:437–443. https://​doi​.org/​10​.1016/​
j​.vetmic​.2010​.02​.024

Subbian, S., L. Tsenova, G. Yang, P. O’Brien, S. Parsons, B. Peixoto, L. Taylor, D. 
Fallows, and G. Kaplan. 2011. Chronic pulmonary cavitary tuberculosis 
in rabbits: a failed host immune response. Open Biol. 1:110016. https://​
doi​.org/​10​.1098/​rsob​.110016

Sukumar, N., S. Tan, B.B. Aldridge, and D.G. Russell. 2014. Exploitation of My-
cobacterium tuberculosis reporter strains to probe the impact of vacci-
nation at sites of infection. PLoS Pathog. 10:e1004394. https://​doi​.org/​10​
.1371/​journal​.ppat​.1004394

Tasneen, R., S. Tyagi, K. Williams, J. Grosset, and E. Nuermberger. 2008. En-
hanced bactericidal activity of rifampin and/or pyrazinamide when 
combined with PA-824 in a murine model of tuberculosis. Antimicrob. 
Agents Chemother. 52:3664–3668. https://​doi​.org/​10​.1128/​AAC​.00686​-08

Tuberculosis Service/British Medical Research Council. 1981. Clinical trial 
of six-month and four-month regimens of chemotherapy in the treat-
ment of pulmonary tuberculosis: the results up to 30 months. Tubercle. 
62:95–102. https://​doi​.org/​10​.1016/​0041​-3879(81)90016​-7

van Soolingen, D., P.W. Hermans, P.E. de Haas, D.R. Soll, and J.D. van Embden. 
1991. Occurrence and stability of insertion sequences in Mycobacterium 
tuberculosis complex strains: evaluation of an insertion sequence-de-
pendent DNA polymorphism as a tool in the epidemiology of tuberculo-
sis. J. Clin. Microbiol. 29:2578–2586.

Via, L.E., D. Schimel, D.M. Weiner, V. Dartois, E. Dayao, Y. Cai, Y.S. Yoon, M.R. 
Dreher, R.J. Kastenmayer, C.M. Laymon, et al. 2012. Infection dynamics 
and response to chemotherapy in a rabbit model of tuberculosis using 
[18F]2-fluoro-deoxy-D-glucose positron emission tomography and com-
puted tomography. Antimicrob. Agents Chemother. 56:4391–4402. https://​
doi​.org/​10​.1128/​AAC​.00531​-12

Via, L.E., D.M. Weiner, D. Schimel, P.L. Lin, E. Dayao, S.L. Tankersley, Y. Cai, 
M.T. Coleman, J. Tomko, P. Paripati, et al. 2013. Differential virulence 
and disease progression following Mycobacterium tuberculosis complex 
infection of the common marmoset (Callithrix jacchus). Infect. Immun. 
81:2909–2919. https://​doi​.org/​10​.1128/​IAI​.00632​-13

Via, L.E., K. England, D.M. Weiner, D. Schimel, M.D. Zimmerman, E. Dayao, 
R.Y. Chen, L.E. Dodd, M. Richardson, K.K. Robbins, et al. 2015a. A steril-
izing tuberculosis treatment regimen is associated with faster clearance 
of bacteria in cavitary lesions in marmosets. Antimicrob. Agents Chemo-
ther. 59:4181–4189. https://​doi​.org/​10​.1128/​AAC​.00115​-15

Via, L.E., R. Savic, D.M. Weiner, M.D. Zimmerman, B. Prideaux, S.M. Irwin, 
E. Lyon, P. O’Brien, P. Gopal, S. Eum, et al. 2015b. Host-mediated bio-
activation of pyrazinamide: Implications for efficacy, resistance, and 

D
ow

nloaded from
 http://rupress.org/jem

/article-pdf/215/8/1975/1760028/jem
_20180518.pdf by guest on 03 D

ecem
ber 2025

https://doi.org/10.1128/AAC.00276-07
https://doi.org/10.1111/imr.12252
https://doi.org/10.1093/bioinformatics/btp324
https://doi.org/10.1093/bioinformatics/btp324
https://doi.org/10.1128/IAI.00592-09
https://doi.org/10.1128/IAI.00592-09
https://doi.org/10.1038/nm.3412
https://doi.org/10.1038/nm.3412
https://doi.org/10.1016/j.it.2011.10.003
https://doi.org/10.1038/nm.4177
https://doi.org/10.1128/IAI.71.10.6004-6011.2003
https://doi.org/10.1128/IAI.71.10.6004-6011.2003
https://doi.org/10.1038/nm.4073
https://doi.org/10.1128/mBio.00312-17
https://doi.org/10.1128/mBio.00312-17
https://doi.org/10.1084/jem.104.5.737
https://doi.org/10.1084/jem.104.5.763
https://doi.org/10.1084/jem.104.5.763
https://doi.org/10.1084/jem.123.3.445
https://doi.org/10.1084/jem.123.3.445
https://doi.org/10.1084/jem.123.3.469
https://doi.org/10.1038/nmicrobiol.2017.72
https://doi.org/10.1038/nmicrobiol.2017.72
https://doi.org/10.1016/0041-3879(85)90040-6
https://doi.org/10.1016/0041-3879(85)90040-6
https://doi.org/10.1055/s-2004-829503
https://doi.org/10.2741/1293
https://doi.org/10.1128/AAC.00928-10
https://doi.org/10.1128/AAC.00928-10
https://doi.org/10.1038/nm1252
https://doi.org/10.1128/IAI.73.1.546-551.2005
https://doi.org/10.1128/IAI.73.1.546-551.2005
https://doi.org/10.1126/scitranslmed.aan6195
https://doi.org/10.1038/nm.3937
https://doi.org/10.1128/AAC.32.7.1002
https://doi.org/10.1128/AAC.32.7.1002
https://doi.org/10.1128/AAC.02266-17
https://doi.org/10.1002/cpt.634
https://doi.org/10.1016/j.vetmic.2010.02.024
https://doi.org/10.1016/j.vetmic.2010.02.024
https://doi.org/10.1098/rsob.110016
https://doi.org/10.1098/rsob.110016
https://doi.org/10.1371/journal.ppat.1004394
https://doi.org/10.1371/journal.ppat.1004394
https://doi.org/10.1128/AAC.00686-08
https://doi.org/10.1016/0041-3879(81)90016-7
https://doi.org/10.1128/AAC.00531-12
https://doi.org/10.1128/AAC.00531-12
https://doi.org/10.1128/IAI.00632-13
https://doi.org/10.1128/AAC.00115-15


Blanc et al. 
Pyrazinamide sterilizes necrotic TB lesions

Journal of Experimental Medicine
https://doi.org/10.1084/jem.20180518

1986

therapeutic alternatives. ACS Infect. Dis. 1:203–214. https://​doi​.org/​10​
.1021/​id500028m

von Ardenne, M., and W. Krüger. 1979. Local tissue hyperacidification and 
lysosomes. Front. Biol. 48:161–194.

Watanabe, S., M. Zimmermann, M.B. Goodwin, U. Sauer, C.E. Barry III, and 
H.I. Boshoff. 2011. Fumarate reductase activity maintains an energized 
membrane in anaerobic Mycobacterium tuberculosis. PLoS Pathog. 
7:e1002287. https://​doi​.org/​10​.1371/​journal​.ppat​.1002287

Weiss, C., J. Tabachnick, and H.P. Cohen. 1954. Mechanism of softening of tuber-
cles. III. Hydrolysis of protein and nucleic acid during anaerobic autolysis 
of normal and tuberculous lung tissue in vitro. AMA Arch. Pathol. 57:179–193.

Wilkins, J.J., G. Langdon, H. McIlleron, G.C. Pillai, P.J. Smith, and U.S. Simons-
son. 2006. Variability in the population pharmacokinetics of pyrazin-
amide in South African tuberculosis patients. Eur. J. Clin. Pharmacol. 
62:727–735. https://​doi​.org/​10​.1007/​s00228​-006​-0141​-z

Williams, K., A. Minkowski, O. Amoabeng, C.A. Peloquin, D. Taylor, K. An-
dries, R.S. Wallis, K.E. Mdluli, and E.L. Nuermberger. 2012. Sterilizing 

activities of novel combinations lacking first- and second-line drugs in 
a murine model of tuberculosis. Antimicrob. Agents Chemother. 56:3114–
3120. https://​doi​.org/​10​.1128/​AAC​.00384​-12

World Health Organization, 2017. Global Tuberculosis Report, pp 21-62. http://​
www.who.int/tb/publications/global_report/en/ 

Zhang, Y., A. Scorpio, H. Nikaido, and Z. Sun. 1999. Role of acid pH and defi-
cient efflux of pyrazinoic acid in unique susceptibility of Mycobacte-
rium tuberculosis to pyrazinamide. J. Bacteriol. 181:2044–2049.

Zhang, Y., S. Permar, and Z. Sun. 2002. Conditions that may affect the re-
sults of susceptibility testing of Mycobacterium tuberculosis to pyra-
zinamide. J. Med. Microbiol. 51:42–49. https://​doi​.org/​10​.1099/​0022​-1317​
-51​-1​-42

Zimmerman, M., J. Lestner, B. Prideaux, P. O’Brien, I. Dias-Freedman, C. Chen, 
J. Dietzold, I. Daudelin, F. Kaya, L. Blanc, et al. 2017. Ethambutol parti-
tioning in tuberculous pulmonary lesions explains its clinical efficacy. 
Antimicrob. Agents Chemother. 61:e00924-17. https://​doi​.org/​10​.1128/​AAC​
.00924​-17

D
ow

nloaded from
 http://rupress.org/jem

/article-pdf/215/8/1975/1760028/jem
_20180518.pdf by guest on 03 D

ecem
ber 2025

https://doi.org/10.1021/id500028m
https://doi.org/10.1021/id500028m
https://doi.org/10.1371/journal.ppat.1002287
https://doi.org/10.1007/s00228-006-0141-z
https://doi.org/10.1128/AAC.00384-12
http://www.who.int/tb/publications/global_report/en/
http://www.who.int/tb/publications/global_report/en/
https://doi.org/10.1099/0022-1317-51-1-42
https://doi.org/10.1099/0022-1317-51-1-42
https://doi.org/10.1128/AAC.00924-17
https://doi.org/10.1128/AAC.00924-17

