Correction « The Jounal of Experimental Medicine

In the article “The genomic structure of human V36 T cell antigen receptor genes” by Y. Li, P. Szabo, and D. N. Posnett (December 1991, 174:1537),
the legends to Figures 3 and 5 were accidentally omitted by the printer. The figures and legends appear below.

<leader » <intron
I ¥bl3.5 ATGAGAATCAGECTCCTGTCCTGTCTGCCCTTTTCTC TCOTGTGEGCAg GTAAGTCCTGCA GGGCCC SATTTCAAGACCCAGagee TTeCCATTGaGGC TGCAG
£ ¥bl3.3 ATGAGCATCGGGCTCCTGTGCTGTGEGGCCTTTTCTCTCCTGTGGGCAa GTAAGTCCTGCA GGGOC ATTTCAAG CCCASCCtgTTTCCATTGEGGCTGCAG
4 Vh13.2 ATGAGCcTCGGGCTCCTGTGCTGTGgGGCCTTTTCTCTCOTGTGEGCAS CTGGGTCCTGCgGGCECCCOTTETOTOUATTTCAAGL CATCCCCTTTCCA 3GaGCTGEAG
4 Vbl3. 4 ATGAGCATCGGGCTCCTGTGCTGTGEGGCCTTTTCTCTCCTGTGGGagG GTGGGTCCTGCaGat  COCTTe GTG ATTCAAGCCC ATCCCCTTTCCACTGGGCTGoAG
5 vbl3.1

ATGAGCATCGGeCTCCTGTGCTGTGeaGCCTTgTCTCTCCTGTGGGCAG

» <leader»<V region
CATtgGCTTTGTTCTeet TCTCTGTAG GTCCAGTGALTGCTGGgaTCACCCAGYCaCCAACATCLCAGATCCTGgoayCAGE
CATCAGCTTTGTTCT TCTCTGCAG GTCCAGTGAATGCTGETCTCACTCAGACCCCAAAATTCCAGGTCCTGAAG. GGACAGAGUATGACACT
[ CAGCTTTGTeCT TCTCTGCAG GTCCAGTGAATGCTGGTGTCACTCAGACCCCAAAATTCCGGGTCCTGAAGACAGGACAGAGCATCACACTGC LG TG TGCCCAGGATATCAACCATGAAT
CATCAGCTTTGTECT TCTCTGCAS GTCCAGTGAATGCTGGTGTCACTCAGACCCCAAAATTCCAca TCCTCAAGACAGGACAGAGCATGACAC TGCAGTGTCCCCAGGATATCAACCATG AT
GTCCAGTGAATGC TGG TGTCACTCAGACCCCAAAATTCCAGg TCCTCAAGACAGCACAGAGCATGACACTGCAGTG TGCCCAGGATATGAACCATGAAT

CaGeGUATCACACTGagaTGTaCCCAGGATATGAgaCATAALg
GTGTCCCCAGGATATSAACCATAACT

SLTALAQTETCTCCAGAgQeAAACACAgA LT
SCAGATTAAACAAACGGGA
CAGATTAAAAAAACAGAA
CAGATCAAACACAGAGGH
CCAGATCAAC CACAGACGA

CCATCTACTGGTATAGACAAGALCLAGGacTGGGgCTaAGGC TCATEcATTAL TCAaaTaCTGcaGETACCACTGGCAAAGCAGAAGTCC I gATGL
CATGTACTGGTATCGACAAGACCCAGGCATCCGACTGAGGCTGATTLATTACTCAGE Tt CTGAGGG TACCACTGaCAAAGGAGAAGTCCCoaA TG
ACATGTACTGGTATCCGACAAGACCCAGGCATGGGGCTGAGGCTGATTCATTACTCAGTTGgTGAGGG TACAACTGeCAAAGGAGAQGTCCCLGAT
ACTTGTCCTGSTATCGACAAGACCCAGGCATGGGGC TGAGGCgeATTCATPACTCAGTTGE TGCTGG TATCAC TGACAAAGGAGAAGTCCCCGAT
5 ACATGTCCTGGTATCGACAAGACCCAGGCATGGGGCTCACCCtgATTCATTACTCAGTTGg TGCTGC TATCACTCACCAAGCACAAGTCCCCaATL

.

TAATGTaT

> Imer et
t TTCeCeCTCACGETGGeGTCEGCTGLaCCCTCL CAGACATC TG TG TACTTC TG TGCCAGCAGTGAC + CERCAGEGCTGCACAGE t
gTTCtCGCTCAGGeTGGAGTCGGCTGCTCCCTCCCAGACATC TGTGTACTTCTGTGCCAGCAGTGAagCCACAGEGC TCCALGE
TTTCCtGCTggGGE TGGAGTCGGCTGCTCCCTCCCAAACATCTGTGTACTTCTGTG CCAGCAGTTAcTCCACAGEGC TGCACGS
4 TTTCCCGCTCAGGCTGGAGTCaGCTGCTCCCTCCCAGACATCTETaTACTTCTGTGCCAGCAG TTAL TCCACAGEGC TCCAaGe LY
5 'T‘T'FCCCCCTCAGGC'I'(]CtGTCL}GCTGCTCCCTCCCAGJ\CATC'ICTgTACTTCTG'l‘GCCRGCAGT

Figure 3. Genomic sequences of V313 genes. The sequences were obtained from the clones in Fig. 1, except for the V[313.1 sequence, derived from
a cDNA clone (CEM-1), which is included for comparison (22). See also legend to Fig. 2.
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I L4
Vboé . MALCLLGADhadtGVSqNPRHK ITKRGONVTFRCDPTSEHNRLYWYRQt 1GOGPEFLTYFONEAQLEKSYLLSDR f SAERPKGS1STLEIQRTEQGDSAMY LCASS

5
Vbo6. b MGTsLLCWMALCLLGADqge i sGVShNPRHK ITKRGONVTFRCDP ISEHNRLYWYROnpGQGP EF LTYFONEAQLEKSGLLSDR iSAERPKGSESTLEIQRTEQGDSAMYLCASS
Vbo6.3 MGTRLLCWvvLg f LGt DHTGAGV SQsPRyKVaKRGQOdVa LRCDPISGHVSL WY gQa LGOGPEFLTYFONERQLDKSGLP SDRFFAERPEGSV STLKIQRTgkeDSAVYLCASS
Vbe.] MOTRLLOWaALCLLGADHTGAGV SOt PSNKVTEKCKYVELRCOPISGHTALYWYROSLGOGPEFLIYFQGtgAaDASCLPnDR FFAVRPECSVSTLKIQR TergDSAVYLCASS
Vbe. 7 MGTRLL{WvA f CLLGADHTGAGVSQSPSNKVTEKGKDVELRCDPISGHTALYWYRQSLGOGLEFLI¥YFQGNSAPDKSGLP sDRFSAeR tgGSVSTLL IQRTQQeDSAVY LCASS
1

a
Vb6.10 MGTRLLcWahiCLLGADHTGAGVSQS1rhKVakKGKDVaLRyDPISGHRALYWYRQSLGOGLEFpIYFOGkdAaDKSGLPrDR E‘SAq% geGS iSTLk fORTQQgD1AVYLCASS
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Percent homology matrix

Ybé.5 Vb6.8 Vb6.3 Vbe.1 Vb6.7a Vb6.10

Vb6 .5 90.6 70.8 66.0 65.1 62.3
Vbe.8 68.4 62.3 61.4 62.3
Vb, 3 72.8 13.7 71.1
Vbb.1 83.3 78.1
Vbé.7a 78.9

Figure 5. V{36 protein sequences. Amino acid sequences are given in the single-letter code for sequences derived from the genomic clones shown
in Fig. 1 and for V6.5, clone HBVT116 (5); and V6.8, clone Ph22 (4). The numbering and the locations of the CDR1 and CDR2 regions have
been previously described (8, 38). Residues conserved in V3 gene products are indicated (*), and residues conserved in V{3 subgroups (38) are indicated
(#). Note the absence of a cysteine at position 23 in the V[36.10 sequence.
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