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Why a protein switches sides during translation

Sequences within growing transmembrane proteins determine when

loops reverse direction to cross the ER membrane.

ultipass transmembrane pro-
M teins weave back and forth

across the lipid bilayer. Two
papers by Lin et al. (1, 2) reveal that infor-
mation encoded within the proteins helps
define this alternating pattern.

A protein destined for the plasma
membrane usually starts out in the ER.
As translation of the protein’s mRNA
begins, the newly made polypeptide
slips into the ER membrane. As the pro-
tein elongates, it crisscrosses the mem-
brane so that its hydrophilic loops are
properly oriented either outside or in-
side the ER. A cell accomplishes this
nifty stitching without allowing calcium
ions to spill from the ER. During trans-
lation, a ribosome sits on a translocon (3),
a pore that can open and close. However,
researchers don’t understand how the ribo-
some—translocon complex prevents calci-
um leaks. Another important question,
says Arthur Johnson, senior author on
both papers, “is how the
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(Left to right) Arthur Johnson, Pen-Jen Lin, Candice Jongsma, Shuren Liao, and Martin Pool reveal
how nascent transmembrane proteins snake back and forth across the ER membrane. As shown
in the schematic diagram, their findings suggest that the ribosome (blue) initially fits snugly on
top of the translocon (yellow) so that the newly made protein chain unreels into the interior of
the ER (left). But the translation of a transmembrane segment (TMS1) opens up the ribosome and
shuts the translocon pore, redirecting the nascent chain toward the cytoplasm (center). The system
switches back when a second transmembrane segment (TMS2) is translated (right).

the elongating chain reversed course,
growing toward the cytosol instead of
the ER interior or vice versa. Altering a
TMS’s amino acid sequence, length, or
orientation didn’t prevent it from caus-
ing a reversal, nor did changing how

hydrophobic it was.
Translation of a TMS triggers a struc-
tural shift in the ribosome-translocon
complex, the researchers

system alternates delivery
of these loops to opposite
sides of the ER membrane
at the proper time.”
Previous studies on
proteins with a single
transmembrane segment
(TMS) suggest that trans-
lation of that segment

“All of these
structural
changes are
happening while
the protein is still
being made.”

conclude. When the ribo-
some sits flush on the
translocon, which has its
pore open, the nascent
chain feeds into the ER.
Translation of a TMS
causes the pore to close
and the ribosome to
morph into an open state

causes the nascent chain

to reverse direction (4). But it was un-
clear whether this mechanism would
enable a growing protein chain to feed
through the membrane multiple times.
To find out, Lin et al. allowed ribo-
somes to translate mRNA snippets that
coded for two or three TMSs. The re-
searchers tracked the resulting protein
chains by tagging them with a fluorescent
dye that goes dark when it encounters an
iodide ion. By introducing iodide ions
into the cytoplasm or the ER, the team
could determine which side of the ER
membrane the growing strands were ex-
posed to. Each time a TMS was translated,

that directs the growing
chain into the cytosol. The next TMS to
come along prods the ribosome to slam
down on the translocon and the pore to
reopen, so that the nascent chain once
again protrudes into the ER interior. This
mechanism positions the growing pro-
tein’s hydrophilic loops on one side of
the ER membrane or the other without
causing a calcium leak.

In their second study, Lin et al. investi-
gated how a TMS triggers these changes.
Shortly after being translated, each TMS
slides into a tunnel in the ribosome that is
lined by ribosomal RNA and a few pro-
teins. The researchers discovered that,

when the segment is opposite a protein in
the tunnel called L17, the TMS coils into
an a-helix. Whenever this happened, the
growing protein chain at the membrane
switched its destination, suggesting that
TMS folding triggers the ribosome—trans-
locon complex to reshape. Supporting
that conclusion, Lin et al. showed that a
soluble protein, the hormone prolactin,
does not fold near L17 and does not warp
the complex.

The findings indicate that a trans-
membrane protein controls when its
loops reverse course. TMSs trigger the
ribosome—translocon complex to contort
and enable the lengthening protein to
switch direction. “All of these structural
changes are happening while the protein
is still being made,” says Johnson. A ques-
tion the researchers would like to pursue
is how TMS folding leads to alterations in
the ribosome and translocon. They specu-
late that L17 and ribosomal RNA might
help communicate the TMS shape change
from the ribosome tunnel to the surface
of the organelle.

1. Lin, P-J., et al. 2011. J. Cell Biol. http://dx.doi
.org/10.1083/jcb.201103117.

2. Lin, P-J., et al. 2011. J. Cell Biol. http://dx.doi
.org/10.1083/jcb.201103118.

3. Skach, W.R. 2009. Nat. Struct. Mol. Biol.
16:606-612.

4. Liao, S., et al. 1997. Cell. 90:31-41.

In Focus « THE JOURNAL OF CELL BIOLOGY

PHOTOS COURTESY OF JUDIT WAHIMAN JOHNSON],

LISA EUBANKS JONGSMA, LAO, LIN), AND ARTHUR

JOHNSON (POOL)

GZ0Z JequieoaQ GO Uo 1senb Aq jpd-1LG61~q0l/08895 L/€/1L/S6 L APd-ajonie/qol/Bio-ssaidnl//:dpy woy papeojumoq


http://dx.doi.org/10.1083/jcb.201103117
http://dx.doi.org/10.1083/jcb.201103117
http://dx.doi.org/10.1083/jcb.201103118
http://dx.doi.org/10.1083/jcb.201103118


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (Adobe RGB \0501998\051)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /UseDeviceIndependentColor
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings true
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage false
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Remove
  /UCRandBGInfo /Remove
  /UsePrologue true
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 299
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.00000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 299
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.00000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 599
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.00000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org?)
  /PDFXTrapped /False

  /SyntheticBoldness 1.000000
  /Description <<
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [612.000 792.000]
>> setpagedevice


