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Due to an error in production, on pages 82 and 83, the nucleotide sequence in Fig. 2 appeared out 
of order. The correct sequence appears below. 

A~ _ CAGGT TCTTCTTTCATGGATCTCTTCCTACCTTTGTTTTATAATACAAACAAACGTTAACTGAGTGCTTTTTGCTTTCA -5 

-124 

M D P S G V K V 5 E T A E D I Q E R R Q Q V L D R Y ~ R F E E L S S L R R Q K 39 
~J&AKTGGATCCA~AAAAGT G TT TATCCA~ C.C//GTCAGC~ TT GGACCGT TACCACAGGTTCAAGG~TGTCTTCTC T C ~  GCCAAAA +116 

+i 

L E D S ¥ R F Q F F Q R D A D E L G K W I Q E K L Q I A $ D E N Y K D P S N 5 Q 79 
ACTCGAAGATTCCTATCGGTTCCAGTTCTTCCAGCGTGATGC~TG~TGGATCCAAC~CTCCAGATAGCATCTGATGAAAATTACA~TTTACA 236 

G K L Q K H Q A F E A E V Q A N S G A I V K L D E T G N Q M I N E G H F A S E T 119 
C ~ A C ~ C A G G C C T T T G A A C - C T G A C ~ C A A T T C A ~ T A T C G T T A A G C T G G A T C ~ G G A A A T C ~ T ~ ~ T T ~  356 

I R T R L Q E L H R L W E 5 L L E K M R E K G V K L ~ Q A Q K 5 V Q F L R E C E 159 
CAT ATGGGAGTTACTGCTC-~TGAGAC~C*KAGCTGTTGCAA~TGCAATTCTTACGGG~ATGTGA 476 

D V M D W I N D K E A I V T S E E L G Q D L E B V E V L Q K K F E E F Q T D L A 199 
AGATGTCATGGACTGGATC~TGACA~AGTGACCTC~TT~CAC~TTAGAGCATGT~TTTTGCAC~TTTGA~TTCC~T~ 596 

A H E E R v N E V N Q F A G K L I Q E Q B P E E E L I K S K Q D E V N A S W Q R 239 
AGCTCAT GAGGA~ T GAAT GAAGT GAAC CAGTT CGCT~CTTATCCAG~CAG~ C C T C ~ A T A A A G T C  C . K A A C ~ T G A A G T ~ ~  716 

L E G L A Q Q R Q G K L F G A A E V Q R F N R D V D E T I S W I K E K G Q L M A 279 
TCTTAAGGGGCTTGC C C A ~ T T T G G G ~ T T C A G C C - C T T C A K C ~ G G A ~ / ~ A T C ,  AAACTATCA~T~ATTAAGGA~TGGC 836 

$ D D F G R D L A S V Q A L L R K B E G L Z R D L A A F B H K V E A L C A E A D 319 
CTCAGATGACTTTGGCAC~TGGCCAGCGT~TTACTACGTA~GC-%TGAAGGCCTGGAAAC~TCTTGCAC~TCCACCATAAGGTT~GGCCCTCTGTGC2~ 956 

R L Q Q S H P I N A S Q I Q v K R E E L I A N W E Q I R T L A A E R H A R L N D 359 
CCGTTTC-CAC~TCTCACCCTATAAATGCTTCTCAAATTCA~TGA~CC~CTGATTGCCAACTC~TCCGAACT~~ i~76 

S Y R 5 Q R F L A D F R D L T $ W V T E M K A L I N A D E L A N D V A G A E A L 399 
CTCCTACAC~ TGC~TCTTC~TTTCCGGGACCTCACTAGCTGGGTAACT~TC~TCTGATAAATC~TGAC-CTTGCCAATGA~T~~ I~96 

L D R H Q E H K G E I D A B E D S F R S A D E S G Q A L L A A G H Y A $ D E ~ K 439 
TCTAGATAC4%CATCAGGA~CATAAC~J~GAAATTGATGCTCATC~AGGATAGCTTCAGATCTGCTGATC1AGTCTGGGCAGGCTTTC`CTTGCAc-CTGGGCACTATGCTTCTC~ATGAAGTTAA ~316 

E K L T I L $ D E R $ A L L E L W E L R R Q Q ¥ E Q C M D L Q ~ F Y R D T E Q V 479 
AGA~C-C TGAC TATCCTCTCAGATGAAAC~ATCTC-CCTTC-CTGG~CTATC'GGAC-CTTCGCAGGCA~GTATC~TGCATGC*AT~ TTTC T ~ T A C T ~  ~436 

D N W M S K Q E A F L L N E D L G D S L D S V E A L L K K H E D F E K S L S A Q 519 
TGACAACTGGATGAGCAAACAAGAAC-CTTTTCTC~CTGAACGAAC~ACCTTGGTGATTCTCTC~GATAC~GTGG;~C~CTCTTC TA~GAAGCATC4~TTTTGAGAAATCCCTRAGTGCTCA ~556 

E E K I T A L D E F A T K L I Q N N H Y A M D D V A T R R D A L L S R R N A L H 559 
AGAGC~AGAAAATCACAC-CAC TGGATGAGTTTGCTACTAAACTGATTCAAAATAACCATTATGCCATC~GATC=ACGTTGCTACGCGCAGAGATGCTCTTCTGAGTCGCCC=AAATGCTCTTCA ~676 

E R A M K R R A Q L A D $ F H L Q Q F F R D S D E L K $ W V N E K M K T A T D E 599 
TGAAAGAGCCATGAAC-CC-CCGTGCCCAACT GGCAC~TCTTTCCATCTCCAGCAGTTTTTCAGGGACTCTC1ATGAACTC~%AGAGTTGGGTTAATGAAAAAATC~%AAACTGCTACCGATGA ~796 

A Y K D P S N L Q G K V Q K H Q A F E A E L S A N Q S R I D A L E K A G Q K L I 639 
GGCTTACAAGGATCCATCCAACTTGCAAGGTAAAGTT CAGAAC-~TCAGGCTTTTGAAGCAG~TTTCTGCTAATCAGAGTCGTATTGATGC~TGGAGAAAC~CAC~TTGAT i~16 

D V N H Y A S D E V A A R M N E V I S L W K K L L E A T E L K G I K L R E A N Q 679 
TGATGTCAATCACTATGCATCTGATGAGGTGGCAGCTCGCATGAATGAAGTCATCAGCTTGTGC~TTCTGGAAC-CCACCF~TATAAAGCTC~TCA 2~36 

Q Q Q T N R N v E D I E L ~ 5 Y E V E G H L A S D D Y G K D L T S V Q N D Q K K 719 
ACA~TTTAATCC-~TGT~CATTC~TTGTC-~TGTATGA~TC~TCACTTC~TGATCIATTATC~TCTTACC~T~T~ 2~56 

H A L L E A D V A A H Q D P I D G I T I Q A R Q F Q D A G S F D A D N I K K K Q 759 
ACATGCCCTGC TAGAGGCAGATGTTC-CTGCCCATCAGGATCCGATAGATGGCATTACCATCcAC-GCACC~CC~KGATGCTGC-GCACTTTGATGCTC~ACAATATCAAC~ ~276 

E A L V A R Y E A L K D P M V A R K Q K L A D S L R L Q Q L F R D I E D E E T M 799 
AC=%AC-CTTTAGTAGCTCGTTATGAAGCTCTGAAGGATCCTATGGTGGCTCGCAAC~CTTGCAGATTCTCTTCGCCTC~T~C~T~~ 2~96 

I R E K E P I A A S T N R G K D L I G V Q N L 5 E K ~ Q A L Q A E I A G H E P R 839 
GA .CCTATTGCAGCCTCAACAAACCC~AGGCAAGGACTTAATTGGTGTCCAG~ATCTGCTAAAGA~ TTGC~CATGA~CTCG ~516 

I K A V T Q K G N A M V E E G H F A A E D V K I K L N E L N Q K W D S L K A K A 879 
CATT - T GCGAT GGTC~GAC~TTT T GCT GCTC~TGT GAA~TCA~T T GAAT GAAC T A A A C C A ~ T ~ T  C T C ~  ~636 

S Q R R Q D L E D S L Q A Q Q Y F A D A N E A Q S W M R E K E P I V G S T D Y G 919 
ATCTCAACGGCGACAGGATCTAGAGGATTCTCTC~AAGCTCAGCAGTATTTTGCTGATGCTAATGAGGCACAATCATGGATC~GGAAAAGGA~TTGTAGGCA~ATGG ~756 

K D E D S A E A L L K K H E A L M S D L $ A Y G S S I Q A L R E Q A Q $ C R Q Q 959 
AAAGGATC~TC-CTG/~CTCCTC~AAGAAC~TC=AAC~CTTTGATGTCTGATCTTTCTGCTTACGC~TAGCATACA~~~~ ~8~6 

V A P T D D E T G K E L V L A L Y D Y Q E K S P R E V T M K K G D I L T D L N S 999 
AGTTGCTCCC~TGATGATGAAACTGGA~GCTTGTGCTAGCACTCTATGATTACCAAGAGAAGAGTCC TCGG~TC~ATGAAC~TATTCTAACCCTGCTCAACAG ~996 

T N K D W W K V E V N D R Q G F V P A A Y V K K L D P A Q S A $ R E N L L E E Q i~39 
CACC2~ACAAGGACTC~-TC-C~AAGGTTGAAGTTAACGATCGTCAGC-GCTTTGTACC~%~GCTC-CCTATGTC~AAA~CTAGATCCTC-CCCAGTCTGCATCCCG~TCTTCTG~ ~iI 6 

G S I A L R Q E Q I D N Q T L I T K E V G $ V $ L R M K Q V E E L Y H S ~ L E 5 ~079 
AC~TAGCATTGCGACAG~T TC~TCTCATTACTAAGGAAGTCGGCAGTGTATC TCTGCGTATGA~CC~TGTATCATTCCCTTCTTGAGCT ~36 

G E K R K G M L E K $ C K K F M L F R E A N E L Q Q W I N E K E A A L T N E E V ~I19 
G G G A C ~ A A ~ T G C T A C ~ T G ~ G T T T A T G C T T T T C C G T ~ A A T C 4 % G C T T C A A C A G T C ~ ~ C A C T ~  ~356 

G A D L E Q V E V L Q K K F D D F Q K D L K A N E $ R L K D I N K V A N D L E S ~159 
GGGTGCT~ATTT~GC~TC-CTACA~TTGATGATTTTCA~TTTAAAAF~AATC~TAAACA~TGCAAATC~A~ ~476 
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E G L M A E E V Q A v E H Q E v Y G M M P R D E T D S K T v S P W K S A R M M v ~199 
TC~TG~TGCAAGCAGTAC~ATG~TC~TGCCCAGAGATC~TTCTAAGA~CTCTCCTTGGAAGTCTGCACGTATGAT~T ~596 

H T V A T F N S I K E L N E R W R S L Q Q L A Z E R S Q L L G S A D E V Q R F H ~239 
AC~%CGGTC~TTTA~J2T~AATTAAC~TGAATGAAC~TCCCTGCA~TGG~GAAGCCAGCTGTTGGGC~TGATGAAGTCCA~GTTC~ 3716 

R D A D E T K E W I E E K N Q A 5 N T D N Y G H D L A S V Q A L Q R N D E G F E ~279 
CAC~TGCTCIATC~TGGATAC~TC~TTAAATACCC~CTATGGACATGACTTGGCCAGTGTGCAGGCTC ~ T ~  TT~ ~836 

R D L A A L G D K V N S L G E T A Q R L I Q S H P E L A E D L Q E K C T E L N Q ~319 
GAGAGACTTGGC~CTTGGAGAC~TTCTCTTGGTGAAACTGCCCAGCGTC TC~ATCCAGTCACATCCAGAACTAGC TGAAGATCTTCA~TGTACTGAGTTGA~'CA ~956 

A W S S L G K R A D Q R K E K L G D S H D L Q R F L S D F R D L M S W I N G I R ~359 
AGCCTGGAGTAGTCTGG~GTGCTGACCAAC~TTGC4%GATTCTCAT~CT~CAGCGTTTCCTCAGTGATTTTAGA~CCTTATGTCTTGGATCAATGGAATCCG ~076 

G L V S S D E L A K D V T G A E A L L E R H Q E H R T E I D A R A G T F Q A F E I~99 
GGGTCTGGTCTCCTCAC~ATGA~TTGCA~TGTC~TGGAGCTC~TcTGTTGGAAAGGCATCAG~CGTACT~TAGATGCACGGGCTGGCACTTT TCAG~T TT~ ~196 

Q F G Q Q L L A R G H Y A S P E I K E K L D I L D Q E R T D L E K A W V Q R R M ~439 
ACAGTTTGG~TTCTGGCTCGTGGACACTATGCCAGCCCAGAGATTAAGGAGAAACTGGATATTCTAGATCAAGAACGGA~C~TAGAGAAGGCCTGGGTCCAGCGCAGAAT ~289 

M L D Q C L E L Q L F H R D C E Q A E N W M A A R E A F L N T E D K G D S L D S ~479 
GATGCT~1ACCAGTGCTTAGAACTACAGCTGTTTCATCGGGATTGTGAACAA~CTGAAAACTGGATC~GCTGCCCGAGAGGCGTTCC TAAATACAGAAGACAAAGGA~CT~TTA~G ~409 

V E A L I K K H E D F D K A I N V Q E E K I A V L Q S F A D Q L I A A D H Y A K i~19 
CGTGGAGGCACTCATCA~%~%C1CATGAAGATTTCGATAAAGCAATCAATGTCCAG~TTGCTGTCTTGC-AGTCTTTTGCTC~ACCAACTGATTGCTC.CTGATCATTATGCAAA ~529 

G V I A N R R N E V L D R W R R L K A Q M I E K R S K L G E S Q T L Q Q F S R D ~559 
AGGAGTCATTGCTAACAG~TGAC~TTCTC~TCGTCTGA~P~GCTCAGATGATTGAGA~%GATCTAAGCTGGGAGAATCTCAGACCCTCCAACAGTTCAGTCG~ ~649 

V D E I E A W I S E K L Q T A S D E S Y K D P T N I Q 5 S K L L S K H Q K H Q A ~599 
TGTTC~TGAAATAC~TTGGATCAGTGA~TTCAAACTGCAAGTGATGAGTCATATAAC-GATCCC~-KAACATCCAGCTTTCCAAACTGCTGA~CAC~KAGCAC~ 4;796 

F Z A E L H A N A D R I R G V I E M G N P L I E R G A C A G S E D A V K A R L A ~639 
CTTTGA~TCCAcGCCAAcGCAC~TcGGATTCGTGG~-~ATTC4~AATC~cCCTCTTATTGAA~TGTGCT~TGCTGTGAAGGCTCGGCTGC-C ~916 

A L A D Q W E F L V Q K S S E K S Q K L K E A N K Q Q N F N T G I K D F D F W L L679 
TGCCCTGGCTGACCAATC-C~TTCCTC-GTCCAGAAGTCATC~AGA~TCAGAAACTC~TAA~CAG~TTTCAATACCGGCATCAAGGACTTTC~ATTTCTC~ ~36 

................................................................................................................... 

S E V E A L L A S E D Y G K D L A S V N N L L K K H Q L L E A D I S A H E D R L ~719 
TTCAGA~TGTTGGCATCTGAAG~'TATC~TTGGCATCAG~CAATTACTGGA~TGATATATCTGCTCATC~TCGGCT ~156 

........................................................................................................................ 

K D L N S Q A D S L M T S S A F D T S Q v K D K R E T I N G R F Q R I K S M A A 1-759 
GAAGGA~CAGG~GTTTGATC4%CCA~TGCTTTCGATACCTCCCA~TAAAGGATA~ACGTGAAACTATAAATGGGCC~CCAGAGAATCAAGAGCA~ ~276 

'"-""""''''''''''''''''"''"'""''""'''"'""'' ~,99 
TGC~TC~TCC-CACCGCTTGCATCAGTTCTTCCGTGACATGGATGATC~TCCTGGAT .CTGTTGGTGAGCTCAGAC-GACTATGGCAG ~396 

........................................................................................................................ 

D L T G V Q N L R K K H K R L E A E L A A H E P A I Q G V L D T G K K L S D D N ~839 
AGACCTC~ACT~GAGGA~AAGCGCTT~TTAGCTGCCCATGAACCTGCTATCCAG~GTGTTCTAGACACTGGC~TTTCAGATGATAA ~516 

........................................................................................................................ 

T I G K E E I Q Q R L A Q F V D H W K E L K Q L A A A R G Q R L E E S L E Y Q Q ~879 
CACAATTGGGA~`GATAcAc~TGGCT~TGTGGACCACT~TAAAACAC-CT~TGCTCC~EGTCTGG~TCCCTGGAGTACCAACA %636 

........................................................................................................................ 

F V A N V E E E E A W I N E K M T L V A S E D ¥ G D T L A A I Q G L L K K H E A ~919 
GTTTGTAGCAAATGT .GGCATGGATCAACGAGA~TGACATTGGTAGCC~TGAGGATTATGGAGACACACTTGCTGC TATCCAGGGCTTGCTGAAC~TGAAGC %756 

........................................................................................................................ 

F E T D F T V H K D R V N D V C A N G E D L I K K N N H H V E N I T A K M K G L ~959 
ATTCC~AGACTGACTTTACTGTCCACA~CA~TC~AATGATGT TTGTGCTAATC-~TCTCATTAAAAAGAATAATCACCATGTGGAGAACATTACTGCT~T~CT 5~76 

........................................................................................................................ 

K G K V S D L E K A A A Q R K A K L D E N S A F L Q F N W K A D V V E S W I G E ~999 
CAAGGG~ATCAGATCTGGAGA~CGCAGCTCAGAGGA~TGGATGAGAACTCTGCCTTCCTCCAGTTCAACTGGAAAGCAGATGTGGTGGAGTCATGGATA~T~ %996 

........................................................................................................................ 

K Z N S L K T D D Y G R D L S S V Q T L L T K Q E T F D A G L Q A F Q Q E G I A 2~39 
C~%AG~GAAGACAGATC=ATTATGGCCGTGACCTCT~TCT~TA~TCACCAAACAGGAAAC~TTTGATGCTGGACTTCAGGCTTT~CA~C-GGAATTGC ~116 

........................................................................................................................ 

N I T A L K D Q L L A A K H I Q S K A I E V R H A S L M K R W N Q L L A N S A A 2~79 
AAACATCACTGCTCTGAAAGACCAGCT _CATATCCAATCA~CATTGAGGTTCGTCACGCTTCCTTGATGA~GGAATCAGCTGCTTGCTAATTCTGCAC~ ~236 

........................................................................................................................ 

R K K K L L E A Q E H F R K V E D L F 5 T F A K K A S A F N S W F E N A E E D L 2~119 
-CTCTTGGAC~TTCAGAAAGGTTGAAGATCTCTTCTTGACTTTTGCCAAC~CTCTGCCTTCA~TTTGAGAATGCTGAGGAGGACCT ~356 

...................................................................................................... 

T D P V R C N S L E E I K A L R E A H D A F R S S L S S A Q A D F N Q L A E L D ~159 
GACGGATCCCGTGCGCTC-CAATT~CTC-~TCAAA~J~TGCC~CC-ATC-CcTTC~GTTCCTCACTTAGCTCTGCCCAAGCTG~CTTCAAC~T~ ~76 

R Q I K S F R V A S N P Y T W F T M E A L E E T W R N L Q K I I K E R E L E L Q ~199 
TCGGCA~TCA~TTC~GTGTAGCCTcCA~CcGTACAcTTGGTTTA~TATGGAGC-CTCTTGAAC~TC~TCTGCAGAAAATTATCA~GAGCGT~T~ ~596 

K E Q R R Q E E N D K L R Q E F A Q H A N A F H Q W I Q E T R T Y L L D G S C M ~239 
~TC4%CAAGTTGCGCCA~TTTGCTC~Z~.ATGCTAATGCCTTCCACCAGTGGATT _CTTACCTGCT~,ATGGGTCCTGTAT ~716 

v E E $ G T L E S Q L E A T K R K H Q E I R A M R S Q L K K I E D L G A A M E E ~279 
G G T G G A ~ T C C ~ T G G A A T C C C A G C T ~ T A C T A A A C C ~ C ~ . ~ T C C G G G C T A T G A ~ T C ~ T T C ~ C C ~ T ~  ~836 

A L I L D N K Y T E H S T V G L A Q Q W D Q L D Q L G M R M Q H N 5 E Q Q I Q A ~319 
G G C A C T T A T C T T G G A C A ~ T A ¢ ~  _CCAGCTTGACCAGCT~TGA~TGC~TCTG~TTCAAGC ~956 

R N T T G V T E E A L K E F S M M F K H F D K D K S G R L N H Q E F K S C L R S ~359 
T C G A ~ . C A C ~ T C ~ C T C ~ T G A T G T T C ~ T T ~ C A A C ~ C K A A T C T ~ G T C T T A A T C A C C A ~ T T T A ~ T ~ T C  ~076 

L G Y D L P M V E E G E P D P E F E S I L D T V D P N R D G H V S L Q E Y M A F ~399 
CCTTGGCTAT~CTGCCCATGGTTGAGGA~TGACCCCGAAT TTGAGTCTATTCTTGACACTGTTGATCCCAACAGGGATGGCCACGTCTCGCT~T)~T~GTT 7~96 

M I S R E T E N V K S S E E I E S A F R A L S S E R K P Y V T K E E L Y Q N L T ~439 
CATC~ATCAGCA~TGAAATCCAGCGAGGA~TTGAGAGTGCTTT~CGTGCCCTC~cTTACGTGACCAAGGAGGAGCTCTAcCAGAAc~TGAC 7~316 

R E Q A D Y C I S H M K P Y M D G K G R E L P $ A Y D Y I E F T R $ L F V N * ~479 
CCGGG~CTACTGCATTTCTCACAT~%~-CCCTACATGGA .CTTCC TTCTGCC TACGACTACATAGAATTTACACGTTCACTCTTTGTGAATTGATA ~436 

CA~TAGTACCA~TAC~-C~ACATGCTCACGTTTC-CTGACTATAAGCTCTGCATGTGTCTCTCTTTGTGCTCTACAATAAT~TGTTACT~AT~TGT~CCTT~CT ~556 

GCTTAGCTTAAAACTCTTAGGGA~TATTGCAGTGTC-CCTTC~TACTGGTCGAAC~ ~650 
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